192 193 194 195 196 197 198 199 200 201 202 203 204 205 206 integrase (CDS_0207) 208

e e e I I
MGV-GENOME-0376547: 146,241-153,612 (+)
HNH endonuclease (CDS_0099)
98 100 101 102 103

%

———— ——— ——— B ———— 1 —————1
MGV-GENOME-0376636:67,061-74,754 (+)

178 180 181 182 183 184 185

?

MGV-GENOME-0376157:137,786-145,354 (+)
16 15 14 13

[ ¥ ———— & — T ————®§—§F | — — "§— — —‘;j;§——————]
uvig_154988:3,403-10,971 (-)
203 204 205 206

I E— E— e I e —
uvig 42206:151,942-157,108 (+)

170 MTase_1_00048 Type (CDS_0172) 173 176 177 178

IMGVR_UViG_3300029240_000001|3300029240|Ga0168677_100079: 142,259-149 254( )
166 171 172 173

MGV-GENOME-0375346: 136,445-142,935 (+)
162 163 169 170 171

I B D B D D E— I A —
MGV-GENOME-0375435: 136,128-143,688 (+)
3000 nt i
DNA, RNA and nucleotide metabolism integration and excision unknown function defence (PADLOC)




