
MGV-GENOME-0376133: 31,945-45,657 (+)
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nucleoside 2-deoxyribosyltransferase (CDS_0070)
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MGV-GENOME-0376266: 30,137-44,599 (+)

63 64 65 66

uvig_42206: 31,236-47,672 (+)

58 59

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0066)

homing endonuclease (CDS_0067)
68

HEase_00030 homing (CDS_0069)
anaerobic ribonucleoside reductase large subunit (CDS_0070)

anaerobic ribonucleotide reductase small subunit (CDS_0071)

74 75

MGV-GENOME-0376636: 115,802-126,853 (+)

176
HEase_00030 homing (CDS_0177)

178 179 182 183 187 integrase (CDS_0188)

MGV-GENOME-0375717: 64,542-74,899 (-)

565758

uvig_154988: 104,411-115,353 (-)

homing endonuclease (CDS_0131)132
anaerobic ribonucleoside reductase large subunit (CDS_0136)

homing endonuclease (CDS_0137)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0138)

MGV-GENOME-0375435: 36,728-47,772 (+)

69 70

MGV-GENOME-0375346: 29,899-44,477 (+)

DNA polymerase (CDS_0055) 58 61 62
nucleoside 2-deoxyribosyltransferase (CDS_0063)

64 69 70
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


