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150151 152 157 158 integrase (CDS_0159) 160

MGV- GENOME 0376326:125,796-133,813 (+)
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MGV- GENOME 0374014:55,812-63,829 (-)
204 NAD synthetase (CDS_0203)
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MGV GENOME-0376133:1-4,280 (-); 147,470-152,388 (-)
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uvig_154988:149,477-152,691 (+); 1-5,366 (+)
HNH endonuclease (CDS_0039)
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MGV-GENOME-0375387: 13,487-20,929 (-)
NAD synthetase (CDS_0189)
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MGV-GENOME- 0375668 1-4,788 (-); 145,698-148,499 (-)
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homing endonuclease (CDS_0209)

uvig_398175:1-4,074 (-); 149,628-156,020 (-)
NAD synthetase (CDS_0203)
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MGV-GENOME-0376695: 1-3,794 (-); 151,281-157,682 (-)
NAD synthetase (CDS_0110)

MGV-GENOME-0376636:72,306-81,861 (-)
NAD synthetase (CDS_0119)

MGV-GENOME-0375233:102,671-112,168 (+)
4000 nt i
DNA, RNA and nucleotide metabolism integration and excision other unknown function
I




