
IMGVR_UViG_3300045988_141851|3300045988|Ga0495776_122669: 125,094-138,711 (+)
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IMGVR_UViG_3300029240_000001|3300029240|Ga0168677_100079: 125,193-137,749 (+)
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MGV-GENOME-0375233: 116,694-130,285 (-)
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MGV-GENOME-0376326: 144,345-153,762 (-)
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MGV-GENOME-0375346: 114,968-130,015 (+)
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MGV-GENOME-0376157: 120,520-132,889 (+)
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uvig_154988: 15,868-28,237 (-)
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MGV-GENOME-0376476: 125,950-137,291 (+)
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MGV-GENOME-0376266: 122,902-136,276 (+)
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MGV-GENOME-0375795: 90,469-104,894 (-)
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IMGVR_UViG_3300045988_128165|3300045988|Ga0495776_009458: 128,059-142,804 (+)
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MGV-GENOME-0376638: 127,186-142,419 (+)
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IMGVR_UViG_3300045988_136609|3300045988|Ga0495776_009385: 126,758-139,517 (+)
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MGV-GENOME-0376636: 49,088-64,577 (+)
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MGV-GENOME-0375717: 121,994-134,789 (-)
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MGV-GENOME-0376547: 127,515-138,483 (+)
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uvig_398175: 127,993-140,276 (+)
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MGV-GENOME-0376695: 131,593-139,889 (+)
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MGV-GENOME-0375574: 124,042-133,829 (+)
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integration and excision unknown function defence (PADLOC)


