91 92 93 94 95 96 LigA (VF1220) (CDS_0097) 98 99 100 101 102103

MGV-GENOME-0376326: 94,863-101,835 (+)
LigA (VF1220) (CDS_0159) 158 157

S S S " S N NN E— ——
MGV-GENOME-0374014:87,791-94,763 (-)

homing endonuclease (CDS_0054)
LigA (VF1220) (CDS_0055) 51

i+

e S — I E—— — ——
uvig_42206:26,308-32,844 (-)

LigA (VF1220) (CDS_0051) homing endonuclease (CDS_0050)

MGV-GENOME-0376476:25,900-32,422 (-)
LigA (VF1220) (CDS_0057) 54 50 49

N
MGV-GENOME-0375668:26,853-31,541 (-)

61 60 55
— ¢ B} ] ]
MGV-GENOME-0376547:28,536-38,543 (-)
DNA polymerase (CDS_0173) 172 167
!< I | 1 1 N
MGV-GENOME-0376636: 105,059-116,125 (-)
HNH endonuclease (CDS_0054) LigA (VF1220) (CDS_0049) 48

MGV-GENOME-0376157:23,357-33,727 (-)

uvig 154988:115,030-125,400 (+)

LigA (VF1220) (CDS_0045)

IMGVR_UViG_3300045988_141851|3300045988|Ga0495776_122669: 25,716-35,765 (-)
LigA (VF1220) (CDS_0045)

IMGVR_UViG_3300029240_000001|3300029240|Ga0168677_100079: 25,716-35,765 (-)

homing endonuclease (CDS_0104)
LigA (VF1220) (CDS_0103) 106 107 111 112

- N

SAMNO9781759 al ct184400 vs1:91,022-102,853 (+)
4000 nt i
DNA, RNA and nucleotide metabolism unknown function virulence (VFDB)




