
IMGVR_UViG_2609460053_000008|2609460053|2609520098|182783-226076: 8,325-18,435 (+)

12 13 14
tail length tape measure protein (CDS_0015)

tail fiber protein (CDS_0016)
virion structural protein (CDS_0017)

18 19 20
baseplate spike (CDS_0021)

baseplate wedge subunit (CDS_0022)
baseplate wedge subunit (CDS_0023)

24 tail fiber protein

TemPhD_cluster_49514: 10,117-18,619 (+)

baseplate hub (CDS_0018) 19 20

IMGVR_UViG_2585427969_000020|2585427969|2585483111|359950-403242: 7,758-18,434 (+)

11 16 17 19 20 21

TemPhD_cluster_60573: 9,819-18,910 (+)

19

MGV-GENOME-0265436: 10,117-21,570 (+)

20 tail collar protein (CDS_0025)
tail fiber assembly protein (CDS_0026)

27 28

Ma_2019_SRR413670_NODE_183_length_39571_cov_19.773889: 10,117-21,736 (+)

20 tail fiber assembly (CDS_0026)

TemPhD_cluster_41585: 10,117-18,574 (+)

20

IMGVR_UViG_2740892041_000013|2740892041|2740906111|26075-64791: 10,117-20,882 (+)

20 short tail fiber protein (CDS_0025)

MGV-GENOME-0272118: 10,117-19,312 (+)

20 21

IMGVR_UViG_3300045988_104641|3300045988|Ga0495776_043385: 10,117-21,321 (+)

20 21 tail fiber protein (CDS_0026)

TemPhD_cluster_49476: 10,117-19,267 (+)

20 21

TemPhD_cluster_11956: 9,810-18,809 (+)

tail length tape measure protein (CDS_0015) 18 19 21

TemPhD_cluster_23440_: 9,673-18,574 (+)

baseplate hub (CDS_0018) 19 21

TemPhD_cluster_35235: 11,216-19,804 (+)

20 21

TemPhD_cluster_50198: 11,216-22,066 (+)

20 21 tail fiber protein (CDS_0026)
tail fiber assembly protein (CDS_0027)

28 29

TemPhD_cluster_61380: 11,218-21,797 (+)

20 O-acetyltransferase (CDS_0027)

TemPhD_cluster_42839: 11,218-21,671 (+)

20 tail fiber protein (CDS_0025)
OatA (VF0441) (CDS_0026)

27

TemPhD_cluster_42977: 11,219-21,299 (+)

20 tail fiber protein (CDS_0025)

TemPhD_cluster_21909: 11,220-21,175 (+)

20 virion structural protein (CDS_0025)

IMGVR_UViG_3300048919_000211|3300048919|Ga0496116_0000783: 11,224-19,333 (+)

20

TemPhD_cluster_50466: 11,217-21,820 (+)

20 21 tail fiber protein (CDS_0026) 27

TemPhD_cluster_50614: 11,220-21,433 (+)

20

uvig_578708: 11,218-21,177 (+)

20 tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026)

TemPhD_cluster_42886: 11,217-21,521 (+)

20 21

IMGVR_UViG_2630968816_000004|2630968816|2631025466|1-43271: 10,885-20,935 (+)

20 21 tail fiber protein (CDS_0026) tail fiber assembly protein (CDS_0027)

IMGVR_UViG_3300031134_000025|3300031134|Ga0308158_10000865: 11,217-19,713 (+)

20 21

TemPhD_cluster_36774_: 11,216-22,732 (+)

20 21 tail fiber protein (CDS_0026)
tail fiber assembly (CDS_0027)

vanT-L-mem-NCBIFAM serine racemase VanT-L membrane subunit (NF000033.1) (CDS_0028)

TemPhD_cluster_41562: 10,884-21,110 (+)

20 tail fiber protein (CDS_0025)
tail fiber assembly protein (CDS_0026)

O-acetyltransferase (CDS_0027)

TemPhD_cluster_49394: 10,884-22,046 (+)

20 21

TemPhD_cluster_29625: 10,816-21,424 (+)

20 tail fiber protein (CDS_0025) 26 27

TemPhD_cluster_50880: 11,216-21,516 (+)

20 26 DNA invertase (CDS_0027)

TemPhD_cluster_37035_: 11,218-23,198 (+)

20 21
tail fiber assembly protein (CDS_0027)

28

TemPhD_cluster_58640: 11,216-17,902 (+)

20 21

TemPhD_cluster_61447: 11,216-19,718 (+)

20 21

MGV-GENOME-0222604: 11,216-20,629 (+)

20 21
tail fiber protein (CDS_0026)

27

TemPhD_cluster_49730: 10,118-19,331 (+)

19 20

TemPhD_cluster_33115: 11,216-22,825 (+)

20 21 tail fiber protein (CDS_0026) 27 O-acetyltransferase (CDS_0028)

SAMN11031333_a1_ct1374: 11,217-22,995 (+)

20 21 tail fiber protein (CDS_0026)
tail assembly chaperone (CDS_0027)

O-acetyltransferase (CDS_0028)

uvig_591421: 10,748-20,974 (+)

20 21 integrase (CDS_0025) 26
DksA-like zinc-finger protein (CDS_0027)

28

TemPhD_cluster_9038: 10,269-21,732 (+)

19 20 tail fiber protein (CDS_0025) 27

TemPhD_cluster_18915: 10,273-22,773 (+)

19 20 21

TemPhD_cluster_27318: 10,348-23,401 (+)

19 26

TemPhD_cluster_29370: 10,814-23,739 (+)

20 tail fiber protein (CDS_0025) 27

TemPhD_cluster_41638: 16,376-29,904 (+)

26 27

TemPhD_cluster_60482: 10,276-23,892 (+)

19 20 21 tail fiber protein (CDS_0026) 27

TemPhD_cluster_36057: 10,269-24,426 (+)

19 20 21

TemPhD_cluster_29524: 10,276-23,720 (+)

19 20 tail fiber protein (CDS_0025)

TemPhD_cluster_32541: 10,978-23,450 (+)

20 tail fiber protein (CDS_0025) tail fiber protein (CDS_0026)

TemPhD_cluster_35750_: 10,273-24,387 (+)

19 20 21

TemPhD_cluster_19810: 10,288-22,024 (+)

19 20 26

TemPhD_cluster_30013: 10,267-22,594 (+)

19 20

TemPhD_cluster_18837: 10,269-18,482 (+)

19 20

TemPhD_cluster_60929: 9,819-22,846 (+)

19 20 27

SAMN11031391_a1_ct1976: 10,747-18,445 (+)

20

IMGVR_UViG_2541047911_000004|2541047911|2541178001|251243-290642: 10,263-18,591 (+)

20

TemPhD_cluster_41896: 10,117-18,577 (+)

20

IMGVR_UViG_2744054914_000003|2744054914|2744101612|25909-68036: 10,117-18,296 (+)

membrane protein (CDS_0020)

TemPhD_cluster_36174: 10,117-18,981 (+)

membrane protein (CDS_0020)

TemPhD_cluster_42479: 10,747-18,976 (+)

membrane protein (CDS_0020)

IMGVR_UViG_2563366870_000005|2563366870|2563394445|165973-207416: 10,117-18,367 (+)

20

IMGVR_UViG_2698536576_000007|2698536576|2698571024|56-40133: 10,117-19,329 (+)

20 21

IMGVR_UViG_2526164629_000030|2526164629|2526181385|328099-369409: 10,117-18,820 (+)

20 21 22

TemPhD_cluster_40700: 10,276-19,009 (+)

19 20

TemPhD_cluster_48803_: 10,252-19,448 (+)

19 20 21

TemPhD_cluster_49328: 10,259-18,616 (+)

19

TemPhD_cluster_32197: 10,288-18,649 (+)

19

TemPhD_cluster_23438_: 10,254-18,138 (+)

19

TemPhD_cluster_41282: 10,554-18,429 (+)

20

TemPhD_cluster_21104: 10,117-18,612 (+)

20

TemPhD_cluster_49084: 10,816-20,600 (+)

20 tail fiber protein (CDS_0025) 26

IMGVR_UViG_2731957942_000003|2731957942|2732027457|41099-86910: 10,269-22,200 (+)

19 20 26 27

IMGVR_UViG_2657244962_000007|2657244962|2657251423|44856-82999: 11,207-19,793 (+)

20 21

TemPhD_cluster_60488: 10,269-19,538 (+)

19 20 21

TemPhD_cluster_35638_: 10,270-19,961 (+)

19 20

TemPhD_cluster_29427: 10,978-19,627 (+)

20

TemPhD_cluster_31928: 10,904-21,707 (+)

20 21

TemPhD_cluster_29263: 10,904-22,469 (+)

20 21

TemPhD_cluster_49212: 10,273-19,537 (+)

19 20

TemPhD_cluster_49309: 10,116-19,367 (+)

20 21

TemPhD_cluster_32098: 10,276-23,484 (+)

19 20 TTSS secreted effectors (VF1110) (CDS_0027)

IMGVR_UViG_2700989535_000005|2700989535|2701090673|2737-45156: 10,747-19,352 (+)

20 21

TemPhD_cluster_49015_: 10,884-19,450 (+)

20 21

TemPhD_cluster_41496: 10,118-19,389 (+)

20 21

TemPhD_cluster_15978: 10,263-19,534 (+)

20 21 23

TemPhD_cluster_41412: 10,116-19,384 (+)

15 21 22

IMGVR_UViG_2531839476_000018|2531839476|2531901514|234978-277938: 10,115-19,359 (+)

20 21

IMGVR_UViG_2778261177_000005|2778261177|2778288197|204234-247385: 8,322-19,190 (+)

18 19 20 21

IMGVR_UViG_2909262264_000002|2909262264|2909262264|1110817-1151854: 8,517-18,710 (+)

17 20 21

IMGVR_UViG_2574180019_000010|2574180019|2574206864|1-39851: 8,320-21,590 (+)

18 19 20 21
tail collar protein (CDS_0026)

integrase (CDS_0027)

TemPhD_cluster_61225: 11,217-19,200 (+)

20 21

MGV-GENOME-0245813: 11,217-19,961 (+)

20 21

IMGVR_UViG_2737471819_000022|2737471819|2737496223|14368-54439: 10,117-19,368 (+)

tail length tape measure protein (CDS_0015)
16 21 22

TemPhD_cluster_21786: 10,117-19,368 (+)

20 21

TemPhD_cluster_41784: 10,117-18,974 (+)

membrane protein (CDS_0021)

IMGVR_UViG_2875658422_000006|2875658422|2875658422|3621027-3664193: 10,978-20,675 (+)

20 21 23 24

TemPhD_cluster_41398: 10,979-19,057 (+)

20 21

TemPhD_cluster_18022: 10,976-23,723 (+)

20 21 27 28

IMGVR_UViG_2693429518_000021|2693429518|2693431514|201917-244361: 10,263-20,785 (+)

20 21 tail fiber protein (CDS_0026) 27

IMGVR_UViG_2880395615_000003|2880395615|2880395615|768058-808498: 10,263-18,967 (+)

20 21

IMGVR_UViG_2534681773_000027|2534681773|2534719432|670006-711316: 10,117-18,821 (+)

21 22

TemPhD_cluster_49140: 10,263-18,964 (+)

20 21

TemPhD_cluster_60935: 10,263-18,964 (+)

20 21

IMGVR_UViG_643348546_000003|643348546|643348621|2725054-2765700: 10,117-18,799 (+)

20 21

MGV-GENOME-0264768: 10,117-22,121 (+)

20 21

uvig_395868: 10,261-22,202 (+)

20 21 tail fiber protein (CDS_0026)

TemPhD_cluster_32231: 10,982-19,061 (+)

20 21

IMGVR_UViG_2721755647_000002|2721755647|2721801185|1329884-1370764: 10,261-18,947 (+)

20 21

TemPhD_cluster_29537: 9,817-18,876 (+)

tail assembly chaperone (CDS_0014) 20 21

IMGVR_UViG_2703718871_000021|2703718871|2703745997|26167-66074: 10,116-22,925 (+)

20 21 long tail fiber protein distal subunit (CDS_0026)

TemPhD_cluster_32386: 10,116-24,567 (+)

20 21 28

IMGVR_UViG_2778261638_000008|2778261638|2778331720|2-40223: 10,263-23,588 (+)

20 21 tail fiber protein (CDS_0026) 28

IMGVR_UViG_2541047957_000006|2541047957|2541180133|2-38005: 10,117-21,196 (+)

membrane protein (CDS_0020)

IMGVR_UViG_2534681898_000008|2534681898|2534761379|2-38940: 10,117-20,590 (+)

20

IMGVR_UViG_2541047897_000008|2541047897|2541177308|2-39435: 10,117-21,552 (+)

20 21

IMGVR_UViG_2541047754_000004|2541047754|2541171049|166192-205593: 10,263-23,168 (+)

20

IMGVR_UViG_2548876703_000017|2548876703|2548935938|2-39185: 10,263-21,190 (+)

20 21

IMGVR_UViG_2737471856_000008|2737471856|2737501072|25983-64449: 10,261-21,170 (+)

20 21

IMGVR_UViG_2541047966_000008|2541047966|2541180543|2-38892: 10,263-21,187 (+)

20 21

IMGVR_UViG_2548876702_000013|2548876702|2548935474|3-38158: 10,263-21,373 (+)

20 21 tail fiber protein (CDS_0026)

IMGVR_UViG_2526164613_000026|2526164613|2526180719|1-38095: 10,117-21,311 (+)

20 21

IMGVR_UViG_2698536379_000028|2698536379|2698545771|3-39663: 10,263-21,667 (+)

20 21

uvig_418119: 10,117-21,857 (+)

membrane protein (CDS_0020)

IMGVR_UViG_2529292720_000015|2529292720|2529330267|1-38578: 10,118-21,679 (+)

20 21 transposase (CDS_0025) DNA binding protein (CDS_0028)

IMGVR_UViG_2534681661_000007|2534681661|2534690623: 10,118-21,174 (+)

20 21 25

IMGVR_UViG_2698536418_000010|2698536418|2698550136: 8,326-18,275 (+)

baseplate hub (CDS_0018) 19

uvig_427538: 9,819-18,612 (+)

19

IMGVR_UViG_2690316161_000023|2690316161|2690351466|43838-91369: 8,326-21,756 (+)

baseplate hub (CDS_0018) 19 tail fiber assembly (CDS_0025)

IMGVR_UViG_2778261456_000009|2778261456|2778311694|3-39772: 8,324-21,643 (+)

baseplate hub (CDS_0018) 19 26

IMGVR_UViG_2648501361_000015|2648501361|2648523938|3-39055: 9,819-21,143 (+)

19

TemPhD_cluster_41365: 9,674-19,529 (+)

19 20 21

uvig_166460: 9,673-20,545 (+)

19 20 21

OTU_2376: 8,517-20,969 (+)

baseplate hub (CDS_0018) 19 20

IMGVR_UViG_2648501400_000020|2648501400|2648526479|84-38829: 8,457-20,755 (+)

baseplate hub (CDS_0018) 19 20

IMGVR_UViG_2751185356_000003|2751185356|2751194363|99403-140540: 8,675-21,227 (+)

18 19 20 21 28

IMGVR_UViG_2541047757_000012|2541047757|2541171204|3-40399: 8,480-20,864 (+)

18 19 20 21 26

uvig_393719: 8,325-23,387 (+)

baseplate hub (CDS_0018) 19 20 tail fiber protein (CDS_0025)
NinI-like serine-threonine phosphatase (CDS_0026)

IMGVR_UViG_2695420343_000003|2695420343|2695422759|2658475-2704295: 8,663-19,127 (+)

baseplate hub (CDS_0018) 19 membrane protein (CDS_0020)

uvig_576296: 8,663-18,949 (+)

baseplate hub (CDS_0018) 19 20 21

IMGVR_UViG_2645727978_000010|2645727978|2645773690: 8,663-18,513 (+)

baseplate hub (CDS_0018) 19 20 22

IMGVR_UViG_2563366904_000004|2563366904|2563396089|206190-249654: 8,468-18,772 (+)

18 19 20 21

IMGVR_UViG_2534681900_000009|2534681900|2534761575|3-40720: 8,468-21,671 (+)

18 19 20 21 27

TemPhD_cluster_32368: 10,900-19,243 (+)

20 2223

IMGVR_UViG_2843132434_000001|2843132434|2843132438|43273-87010: 10,254-21,735 (+)

tail length tape measure protein (CDS_0015)
16 21 27 O-antigen acetylase (CDS_0028)

IMGVR_UViG_2811995074_000001|2811995074|2812067989|1174761-1217029: 10,884-22,006 (+)

19 20 21
baseplate wedge subunit (CDS_0023)

tail fiber protein (CDS_0026) 27 O-acetyltransferase (CDS_0028)

TemPhD_cluster_29480: 10,254-22,006 (+)

19 20 21

TemPhD_cluster_35890_: 13,100-22,931 (+)

baseplate wedge subunit (CDS_0021) tail fiber protein (CDS_0024) 26 LPS (VF0124) (CDS_0027)
GtrA-like O-antigen conversion (CDS_0028)

TemPhD_cluster_49065_: 13,100-23,282 (+)

baseplate wedge subunit (CDS_0021)

IMGVR_UViG_2534681936_000017|2534681936|2534763661|2-42568: 8,517-19,029 (+)

18 19 20 21

TemPhD_cluster_20364: 8,518-18,499 (+)

baseplate hub (CDS_0018) 19 20

IMGVR_UViG_2778261180_000002|2778261180|2778288546|26311-68326: 8,518-19,439 (+)

18 19 20 21

IMGVR_UViG_2671180878_000034|2671180878|2671289361|26150-67517: 8,518-19,388 (+)

baseplate hub (CDS_0019) 20 21 22

TemPhD_cluster_60690: 8,517-19,387 (+)

baseplate hub (CDS_0018) 19 20 21

IMGVR_UViG_2703718785_000030|2703718785|2703737316|3-39141: 8,518-21,602 (+)

baseplate hub (CDS_0019) 20 21 22 tail fiber protein (CDS_0027)

IMGVR_UViG_2703718803_000023|2703718803|2703739403|145787-186713: 8,517-18,498 (+)

baseplate hub (CDS_0018) 19 20

TemPhD_cluster_49348: 8,517-18,800 (+)

baseplate hub (CDS_0018) 19 20

TemPhD_cluster_60630: 8,518-19,496 (+)

baseplate hub (CDS_0018) 19 20 21

OTU_1876: 8,325-18,262 (+)

baseplate hub (CDS_0018)
19

IMGVR_UViG_2675903468_000011|2675903468|2675977387|37591-79693: 8,663-18,945 (+)

baseplate hub (CDS_0018) 19 20

IMGVR_UViG_637000254_000005|637000254|637000123|1885617-1934286: 8,476-19,620 (+)

baseplate hub (CDS_0018) 19 20 21

TemPhD_cluster_32489: 8,668-23,351 (+)

baseplate hub (CDS_0018) 19 20 21

TemPhD_cluster_49627: 8,663-24,398 (+)

baseplate hub (CDS_0018) 19 20 27

uvig_314990: 8,517-20,767 (+)

baseplate hub (CDS_0018) 19 20

IMGVR_UViG_2529292921_000022|2529292921|2529367858|38-41047: 8,517-20,855 (+)

18 19 20

IMGVR_UViG_2778261635_000003|2778261635|2778331458|67615-108057: 8,325-21,025 (+)

baseplate hub (CDS_0018)
19 20

TemPhD_cluster_32169: 8,668-19,433 (+)

virion structural protein (CDS_0017)
19 20 21

IMGVR_UViG_2537561600_000006|2537561600|2537573853|3-38603: 8,668-21,040 (+)

19 20 21

TemPhD_cluster_48981_: 8,713-19,076 (+)

19

uvig_332008: 8,663-18,931 (+)

19 20 21

TemPhD_cluster_41166: 8,668-19,603 (+)

19 20 21 baseplate spike (CDS_0022)

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function virulence (VFDB)

AMR (AMRFinderPlus)


