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uvig_298788:38,333-39,322 (+); 1-11,773 (+)
HOS17_gp01 anti-BREX (APIS091) (CDS_0003) 4 serine-threonine kinase (CDS_0005)
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Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0017)
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HOS17_gp01 anti-BREX (APIS091) (CDS_0004)
5 6 7 serine-threonine kinase (CDS_0008) 10
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HOS17_gp01 anti-BREX (APIS091) (CDS_0003)
4 5 6 serine-threonine kinase (CDS_0007)
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NC_047843.1:1-10,790 (+)

anti-BREX (APIS077) (CDS_0003) 4 5 6 7 serine-threonine kinase (CDS_0008) endonuclease (CDS_0013)
1 — I __

NC_047766.1:1-11,261 (+)
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4 5 6 serine-threonine kinase (CDS_0007)
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NC_047844.1:1-11,001 (+)

Ocr anti-BREX (AP1S010) (CDS_0004)
ocr-like anti-restriction (CDS_000: )TS 6 7 8 910 serine-threonine kinase (CDS_0011)
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anti-BREX (APISO77) (CDS_0003) 4 5 6 7 89 serine-threonine kinase (CDS_0010)
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KP313531.1: 37,636-38,625 (+); 1-11,420 (+)

endonuclease (CDS_0007) endonuclease (CDS_0014) amidase (CDS_0015)
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NC_029102.1:1-11,331 (+)
HOS17_gp01 anti-BREX (APIS091) (CDS_0003)
anti-BREX (APIS077) (CDS_0004)
5 6 7 serine-threonine kinase (CDS_0008) 10 dGTPase inhibitor (CDS_0013)
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NC_028863.1:39,465-40,477 (+); 1-11,655 (+)
HOS17_gp01 anti-BREX (APIS091) (CDS_0004)
anti-BREX (APIS077) (CDS_0003)
\ 5 serine-threonine kinase (CDS_0006)
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NC_048180.1: 39,049-40,058 (+); 1-11,010 (+)
serine-threonine kinase (CDS_0005) 7 11 nucleotide kinase (CDS_0013)
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EU734171.1:38,799-39,816 (+); 1-12,427 (+)
HNH endonuclease (CDS_0002) 8
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HOS17_gp01 anti-BREX (APIS091) (CDS_0003) 4  serine-threonine kinase (CDS_0005) 7
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NC_048108.1: 1-10,984 (+)
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