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NC_028822.1:5,823-16,261 (+)

nucleotide kinase (CDS_0012) 14
T13 RNA polymerase inhibitor (CDS_0015)

NC_048180.1: 6,187-15 719(+)
RNA polymerase inhibitor (CDS_0014)
nucleotide kinase (EDS_0012)
RE

NC_048108.1:5,512-15,647

+)
RNA polymerase i@ibitor (CDS_0016)
endonuclease (CDS_0018)
nucleotide kinase (CDS_0013) 15‘

| ‘:1
M
N
=
N
\ w

NC_031258.1:5,878-16,391 ()
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GQ468526.1:5,351-15 236( )
HOS17_gp01 anti-BREX (APIS091) (CDS_0003)
serine-threonine kinase (CDS_0004)
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NC 048105. 1 2,024-15,578 (+)

RNA polymerase inhibitor (CDS_0017)
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NC_047774.1:6,260-16, 272( )
RNA polymerase inhibitor (CDS_0015)
13 14] endonuclease (CDS_0017)
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HNH endonuclease (CDS _0016)
1415717 endonuclease (CDS_0020)
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RNA polymerase inhibitor (CDS_0017)
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terminase large subunit (CDS_0001)
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11 14 HNH endonuclease (CDS_0020)
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nucleotide kinase (CDS_0012) 13 HNH endonuclease (CDS_0018)
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nucleotide kinase (CDS_0012) 13
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nucleotide kinase (CDS_0014)
DNA ligase (CDS_0012)
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HNH endonuclease (CDS_0016)
nucleotide kinase (CDS_0015) | 17
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HNH endonuclease (CDS_0020)
nucleotide kinase (CDS_0014) 15 HNH endonuclease (CDS_0021)
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uvig_395422:5,754-15,340 (+)
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nucleotide kinase (CDS_0013)
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nucleotide kinase (CDS_0013)
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dGTPase inhibitor (CDS_0009)
anti-BREX (APIS077) (CDS_0002) 34 5 serine-threonine kinase (CDS_0006) T endonuclease (CDS_0010) amidase
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HNH endonuclease (CDS_0009)
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anti-BREX (APIS085) (CDS_0002) nucleotide kinase (CDS_0009)

RNA polymerase (CDS_0004) _Igl\lA polymerase inhibitor (CDS_0011)
NA polymerase (CDS_0003) HNH endonuclease (CDS_0010)

NC_047939.1:1-14,292 (+)
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