
IMGVR_UViG_3300030438_000066|3300030438|Ga0168793_1000591: 3,898-12,972 (+)

RusA-like Holliday junction resolvase
8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 replication initiation protein (CDS_0026)

IMGVR_UViG_3300045988_083346|3300045988|Ga0495776_010706: 3,898-13,226 (+)

16 17 18 19 20 27

MGV-GENOME-0311599: 3,531-13,226 (+)

RusA-like Holliday junction resolvase (CDS_0007)
15 16 17 18 19 20

MGV-GENOME-0309360: 3,946-10,961 (+)

HNH endonuclease (CDS_0016) 17 18 19 20 21 23 24 25

uvig_389619: 4,179-13,441 (+)

13
HNH endonuclease (CDS_0018)

19 20 21

IMGVR_UViG_3300045988_102864|3300045988|Ga0495776_019011: 3,527-11,256 (+)

12 15 16 17 19

SRS024435_a1_ct25082: 3,037-13,788 (+)

6 7
phosphofructokinase (CDS_0008)

12 13 14 15
HNH endonuclease (CDS_0016)

17 18 19 20 21 22

IMGVR_UViG_3300045988_098128|3300045988|Ga0495776_012235: 3,021-14,934 (+)

12 13 14 15 16
HNH endonuclease (CDS_0017)

18 19 20 21 22 23 24 25 30

MGV-GENOME-0316255: 3,818-14,654 (+)

14 16 18 19 20 21 22 23 24 25 dUTPase (CDS_0026) 27

MGV-GENOME-0319288: 3,593-13,697 (+)

16 17 18 19 20 21 22 23

IMGVR_UViG_3300045988_103891|3300045988|Ga0495776_077687: 3,593-13,697 (+)

16 17 18 19 20 21 22 23

IMGVR_UViG_3300029245_000015|3300029245|Ga0168762_100534: 3,545-15,840 (+)

15
HNH endonuclease (CDS_0016)

17 18 19 20 21 22 23 24 25

uvig_130893: 3,545-15,840 (+)

15
HNH endonuclease (CDS_0016)

17 18 19 20 21 22 23 24 25

IMGVR_UViG_3300045988_108617|3300045988|Ga0495776_010438: 4,040-14,203 (+)

16 17 18 19 20 21 22

IMGVR_UViG_3300045988_059471|3300045988|Ga0495776_148229: 5,225-14,813 (+)

15 19
HNH endonuclease (CDS_0020)

21 22 23 24 25 26 27

IMGVR_UViG_3300045988_079191|3300045988|Ga0495776_057507: 4,056-16,104 (+)

16 17 18 19 20 21 22 23 24 25 26 27

MGV-GENOME-0317352: 4,056-16,104 (+)

16 17 18 19 20 21 22 23 24 25

MGV-GENOME-0315153: 3,200-13,130 (+)

10 15 16 17 18 19 20
dUTPase (CDS_0021)

22 23

uvig_52618: 3,940-13,565 (+)

12 14 17
HNH endonuclease (CDS_0018)

19 20 21 22 23 25

4000 nt

DNA, RNA and nucleotide metabolism other unknown function


