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IMGVR_UViG_2896576958_000002|2896576958|2896576958|722046-772374: 18,631-38,400 (+)
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IMGVR_UViG_2718218451_000005|2718218451|2718229258|1216767-1268784: 18,193-38,407 (+)
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IMGVR_UViG_2684623048_000004|2684623048|2684693090|1044106-1098656: 19,632-40,864 (+)
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IMGVR_UViG_2879716842_000003|2879716842|2879716843|1107162-1160675: 18,621-39,753 (+)
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IMGVR_UViG_2872123066_000003|2872123066|2872123066|1175234-1216582: 18,188-29,696 (+)
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31 32 33 3435
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TemPhD_cluster_40292: 18,628-34,338 (+)
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IMGVR_UViG_2869914709_000001|2869914709|2869914709|455645-499046: 18,187-30,593 (+)
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unknown function (CDS_0031)
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IMGVR_UViG_2711768627_000005|2711768627|2711857665|1014366-1055803: 17,843-29,539 (+)
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