DnaC-like helicase loader (CDS_0024)
910 11 12 13 14 15 16 17 18 1920 21 22 23 25 26 27 28

IMGVR_UViG_651053047_000005|651053047]651053051|1495139-1518958: 5,650-15,031 (+)
15 16 17 18 1920 21 22 24
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IMGVR_UViG_2879714415_000003|2879714415|2879714415|1529361-1552426: 5,650-14,987 (+)
transcriptional repressor (CDS_0059)
replication initiation O-like (CDS_0064)
52 55 56 57 58 6061 6263 65

\MGVR UViG_2872142644 OOOOO3|2872142644\2872142644|1217390 1269424 38,402-47,767 (+)

transcriptional repressor (CDS_0051)
47 48 49 50 | 5253

TemPhD_cluster_12777:34,177-43,695 (+)
transcriptional repressor (CDS_0067)
Cl-like repressor (CDS_0066)

59 63 64 65 | 6869
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TemPhD duster 46186:46,192-55,613 (+)
transcriptional repressor (CDS_0065)
61 62 63 64 | 6667
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TemPhD_cluster_56951:46,194-55,402 (+)
transcriptional repressor (CDS_0061)
57 58 59 60 | 6263 70
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IMGVR_UViG_2879716842_000003|2879716842|2879716843|1107162-1160675:39,750-48,954 (+)

toxin-antitoxin system HicB-like (CDS_0017)
15 16 DS-6_DS-6B (CDS_0018) 19 202122 23 24
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IMGVR UVlG 2852420311 OOOOO4|2852420311\2852420311|1526464 1551170:5,650-16, 624( )

toxin-antitoxin system HicB-like (CDS_0055)
54 DS-6_DS-6B (CDS_0056) 57 58 5960 primosomal protein (CDS_0062)

IMGVR_UViG_2869922232_000003|2869922232|2869922232|1171895-1224631: 38,094-48,485 (+)

toxin-antitoxin system HicB-like (CDS_0015)
13 14 DS-6_DS-6B (CDS_0016) 17 18 1920 21 primosomal protein (CDS_0022)
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IMGVR | UVIG 2869919688 OOOOO4|2869919688\2869919688|1629065 1652710:4,895-15, 547( )
toxin-antitoxin system HicB-like (CDS_0015) replication initiation O-like (CDS_0023)
7 12 13 14 DS-6_DS-6B (CDS_0016) 17 18 1920 2122 24 25 transposase (CDS_0030)
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IMGVR_UViG_2850753588_000004|2850753588|2850753589|1634956-1660418:4,573-18,649 (+)
toxin-antitoxin system HicB-like (CDS_0027)
DS-6__DS-6A (CDS_0025) replication initiation O-like (CDS_0018)
DS-6_DS-6B (CDS_0028) 24 232221 2019 17
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IMGVR_ UVIG 2879709406 OOOOO3|2879709406\2879709406|1926673 1952028:6,497-19 706( -)
toxin-antitoxin system HicB-like (CDS_0017)

DS-6__DS-6A (CDS_0019) replication initiation O-like (CDS_0026)
16 DS-6_DS-6B (CDS_0018) 20 212223 2425 27 28
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IMGVR UVlG 2844438443 OOOOO4|2844438443\2844438443|1573045 1598602:5,651-19. 060( )

DS-6__DS-6A (CDS_0018)
15 16 DS-6_DS-6B(CDS 0017) 19 20 21 22 23

IMGVR _UViG_2877222884 000004(2877222884|2877222885[1630584-1655159:5,650-16,789 (+)
16 17 replication initiation O-like (CDS_0018)

IMGVR_UViG_2851130797_000003|2851130797|2851130797|1622746-1644073:5,651-13,246 (+)
replication initiation O-like (CDS_0057)
55 56 DnaC-like helicase loader (CDS_0058) 63 64 65 terminase small subunit (CDS_0066)

IMGVR_UViG_2852420311_000003|2852420311|2852420311|1119346-1167820: 38,269-48,414 (+)
DnaC-like helicase loader (CDS_0058)
replication initiation O-like (CDS_0057)
54 55 56 59 64 65
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IMGVR_UVIG_2896576958 000002|2896576958|2896576958|722046-772374:38,397-47,643 (+)
DnaC-like helicase loader (CDS_0059)
replication initiation O-like (CDS_0058)
56 57 \ 60 endonuclease (CDS_0066) 67

IMGVR_UViG_2877230286_000003|2877230286|2877230286|1169903-1219596: 38,213-49,633 (+)

transcriptional repressor (CDS_0021)
DS-6__DS-6A (CDS_0019)

17 DS-6_DS-6B (CDS 001§) 20

16 22 replication initiation O-like (CDS_0023)
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IMGVR UVIG 2896581651 OOOOOS|28%581651\28%581652|1587589 1612651:5,651-16,994 (+)
transcriptional repressor (CDS_0020)
DS-6__DS-6A (CDS_0018)
15 16 DS-6_DS-6B (CDS 0017) 19 21 replication initiation O-like (CDS_0022)
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IMGVR_UViG_2872132836_000003|2872132836]2872132836]1529481-1554517:5,651-16,968 (+)
DnaC-like helicase loader (CDS_0045)
replication initiation O-like (CDS_0044)
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\MGVR UVIG_ 2711768627 000005|2711768627(2711857665|1014366-1055803: 30 592-41 377( )
5000 nt !
DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover transcription regulation unknown function

defence (DefenseFinder)
N



