
uvig_253004: 7,308-30,766 (+)
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transfer-messenger RNA SsrA
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MGV-GENOME-0308579: 6,915-32,057 (+)
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IMGVR_UViG_3300039377_000187|3300039377|Ga0169242_00230|10163-49376: 6,915-32,213 (+)
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MGV-GENOME-0236214: 6,923-27,029 (+)
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clamp loader of DNA polymerase (CDS_0021)
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clamp loader of DNA polymerase (CDS_0020)
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Ma_2019_SRR413674_NODE_483_length_49893_cov_8.043661: 6,923-42,358 (+)
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MGV-GENOME-0341990: 6,933-25,657 (+)

11 12
structural protein with Ig domain (CDS_0013)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail unknown function defence (DefenseFinder) defence (PADLOC) tmRNA


