
IMGVR_UViG_2905335613_000004|2905335613|2905335739|16-40481: 35,420-40,464 (+)

45 46
DnaC-like helicase loader (CDS_0047)

48 49 50 51 52 53 54

IMGVR_UViG_2905324704_000002|2905324704|2905324715|91092-131868: 35,995-40,775 (+)

42 43

IMGVR_UViG_2852318745_000006|2852318745|2852318761|93833-134155: 35,448-40,321 (+)

48 49 50

IMGVR_UViG_2917775086_000003|2917775086|2917775086|1161401-1201495: 35,233-40,093 (+)

47

IMGVR_UViG_2848565048_000003|2848565048|2848565048|2155583-2197951: 37,589-42,367 (+)

52

IMGVR_UViG_2609460137_000003|2609460137|2609536142|494567-536426: 36,624-41,858 (+)

51 52 54

IMGVR_UViG_2905376686_000006|2905376686|2905376718|18484-58805: 34,923-40,320 (+)

45 46 47 48

IMGVR_UViG_2902096185_000004|2902096185|2902096241|319222-356529: 32,316-37,306 (+)

44 45 46

IMGVR_UViG_2843769068_000004|2843769068|2843769068|1831441-1874741: 38,639-43,299 (+)

54

IMGVR_UViG_2675903558_000009|2675903558|2675988623|55-42885: 37,208-42,829 (+)

48 49 50

IMGVR_UViG_2852304943_000009|2852304943|2852304948|2931214-2970312: 34,018-39,097 (+)

43 44 45

IMGVR_UViG_2713896733_000003|2713896733|2713901112|75283-115440: 34,600-40,156 (+)

49 50 51 52 53

IMGVR_UViG_2921510320_000006|2921510320|2921510358|166112-207710: 36,618-41,597 (+)

48 49 51

IMGVR_UViG_2857232910_000004|2857232910|2857232963|18058-57092: 33,349-39,033 (+)

46
pyrophosphatase (CDS_0047)

48 49 51

IMGVR_UViG_2855083472_000008|2855083472|2855083520|162-37469: 32,092-37,306 (+)

46 47 48

TemPhD_cluster_32594: 36,083-40,745 (+); 1-3,554 (+)

1 2 head-tail adaptor (CDS_0003)51

TemPhD_cluster_61253: 34,329-39,449 (+); 1-3,555 (+)

45 46 47

TemPhD_cluster_42956: 33,518-38,382 (+); 1-3,867 (+)

2 545

TemPhD_cluster_40932: 39,034-44,638 (+); 1-3,557 (+)

51 52 53

TemPhD_cluster_42561: 32,693-39,524 (+); 1-3,542 (+)

43 44 45 O-antigen acetylase (CDS_0047)

TemPhD_cluster_50559: 31,810-38,383 (+); 1-3,557 (+)

42 43 44 45 47

SAMN01774018_a1_ct13062_vs1: 34,202-39,804 (+)

44 45 46

IMGVR_UViG_2899737561_000007|2899737561|2899737577|140801-180992: 35,311-40,190 (+)

replication initiation protein (CDS_0042)
43 47 49

IMGVR_UViG_2905391758_000011|2905391758|2905391784|85346-122517: 32,222-37,170 (+)

43 46

4000 nt

DNA, RNA and nucleotide metabolism connector head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


