23
head protein 14 15 16 tail protein (CDS_0017) 18 19 20 21 22 T274 25

E
!

IMGVR_UViG_2852304943_000009|2852304943|2852304948|2931214-2970312:13,621-26,539 (+)
MTase_II_00074 Type (CDS_0027)
16 tail protein (CDS_0018)  O-antigen acetylase (CDS_0019) 23 28 29 30 31

A N

IMGVR_UViG_2902073083_000010|2902073083|2902073262|44854-83912: 13,945-29,078 (+)
nucleotidyltransferase (CDS_0024)

16 nucleotidyltransferase (CDS_0023) 25, 26

E
!

IMGVR_UViG_2921510320_000006|2921510320[2921510358|166112-207710: 13,940-29,522 (+)

nucleotidyltransferase (CDS_0025)
tail protein (CDS_0019) 20 24 nucleotidyltransferase (CDS_0026) 32

E
!

IMGVR_UViG_2905376686_000006|2905376686|2905376718|18484-58805: 13,946-30,567 (+)
nucleotidyltransferase (CDS_0022)
nucleotidyltransferase (CDS_0023)
tail protein (CDS_0017) O-antigen acetylase (CDS_0018) 24 25 26 29 32 33

é

IMGVR_UVIG_2690315711_000001|2690315711[2690319154|573653-616226: 13,626-32,360 (+)
22 23

Y N NN N
IMGVR _UViG_2537561873 _000003|2537561873]2537605130|51084-89935: 13,626-28,638 (+)
phosphoadenosine phosphosulfate reductase (CDS_0031)
17 tail protein (CDS_0019)  O-antigen acetylase (CDS_0020)  transposase (CDS_0024) 29 30

IMGVR _UViG_2902081170_000008|2902081170|2902081188[415553-454662: 13,944-30,074 (+)
nucleotidyltransferase (CDS_0025)
nucleotidyltransferase (CDS_0026)

17 18 tail protein (CDS_0020) 22 24 ‘ 27 28
I I e e R N

IMGVR _UViG_2858354309_000007|2858354309|2858354313|3672083-3713071: 13,944-26,682 (+)
nucleotidyltransferase (CDS_0025)
tail protein (CDS_0019) 20 24 nucleotidyltransferase (CDS_0026) 31 32

IMGVR_UViG_2917775086 000003|2917775086\2917775086|1161401 1201495: 13,944-30, 684( )
nucleotidyltransferase (CDS_0026)

tail protein (CDS_0020) 21 25 nucleotidyltransferase (CDS_0027)
e DL Gut ol b dc

IMGVR_UViG_2609460137_000003|2609460137|2609536142|494567-536426: 18,602-29,432 (+)
nucleotidyltransferase (CDS_0026)

tail protein (CDS_0019) 20 24 25 nucleotidyltransferase (CDS_0027)
al_____C oL@ O

IMGVR_UViG_2852318745_000006|2852318745|2852318761|93833-134155: 17,679-28,234 (+)
nucleotidyltransferase (CDS_0022)
head protein (CDS_0013) 15 tail protein (CDS_0017) 21 nucleotidyltransferase (CDS_0023)

|
|

IMGVR_UViG_2905324704_000002|2905324704]2905324715|91092-131868: 10,551-27,528 (+)
GtrA-like O-antigen conversion (CDS_0021)

GtrC-like O-antigen conversion translocase (CIﬁ_T)Ol?) nucleotidyltransferase (CDS_0026)
LPS (VF0124) (CDS_0020) 25 nucleotidyltransferase (CDS_0027)

- . B | I I
IMGVR_UViG_2843769068_000004|2843769068|2843769068|1831441-1874741:17,371-29,931 (+)
GtrC-like O-antigen conversion translocase (CDS_0022)
nucleotidyltransferase (CDS_0027)
tail spike protein (CDS_0019) nucleotidyltransferase (CDS_0026) 28 29

Eﬂ

IMGVR_UViG_2848565048_000003|2848565048|2848565048|2155583-2197951:17,671-29,895 (+)
GtrC-like O-antigen conversion translocase (CDS_0020) nucleotidyltransferase (CDS_0027)
tail protein (CDS_0019) nucleotidyltransferase (CDS_0026) 28 34

N I B — [ —
IMGVR_UViG_2851489391_000005|2851489391|2851489391|3341909-3382800: 17,664-31,743 (+)
nucleotidyltransferase (CDS_0024)
22 23 25

%

IMGVR_UViG_2751185960_000007|2751185960[2751262660|37764-80587: 18,599-27,522 (+)
tail protein (CDS_0020) 24

- S T S | E—
IMGVR_UViG_2855083472_000008|2855083472|2855083520|162-37469:19,153-25,672 (+)
tail protein (CDS_0019) 20 24

- — - S EE—— E—
TemPhD_cluster_61253:18,894-27,711 (+)

tail protein (CDS_0019) O-antigen acetylase (CDS_0020) 24 25 26

@

IMGVR_UViG_2713896733_000003|2713896733]2713901112|75283-115440: 17,673-27,644 (+)
tail protein (CDS_0019)
20 25

IMGVR_UViG_2857232910_000004|2857232910/2857232963|18058-57092: 17,663-25,963 (+)

GtrC-like O-antigen conversion translocase (CDS_0019)
tail protein (CDS_0018) 25

N — I — I
TemPhD_cluster_32889:18,573-28,353 (+)

transposase (CDS_0025)
tail protein (CDS_0019) 20 241 26 27 28 30 PDC-504_ WP_169250289.1 (CDS_0031)

I _— I N N S L} ] I ——— | N
TemPhD_cluster_40932:17,673-32,539 (+)

transposase (CDS_0025)

24 ] 26
B S — I L L e ————
IMGVR _UViG_2609460160_000001|2609460160|2609538038(181575-221462: 17,673-27,789 (+)
transposase (CDS_0026) RecT-like ssDNA annealing protein (CDS_0034)
20 25 T 27 28 DNA methyltransferase (CDS_0032) exonuclease (CDS_0035)

— - —— —————— " ]
SAMNO1774018 _al ct13062 vs1:17,673-32,701 (+)

7000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function
— I L] N

defence (PADLOC) virulence (VFDB)




