VP1851_VP1851(CDS_0002)

91 92 93 94 95 96 97 98 99 100 1 3 4 5
| S I SR — L& | | N N
MGV-GENOME-0335976: 55,488-62,487 (+); 1-4,994 (+)

90 91 92 94 96 4 5 head maturation protease
S —— .- I T . —— I m— C R
uvig_132579:54,586-61,381 (+); 1-5,992 (+)

88 RNA-dependent RNA polymerase (CDS_0089) 92 94 96 2 4 5
M (S O DS S B S e 0 R B B
uvig_74679:58,010-65,003 (+); 1-5,796 (+)

85 90 94

0 — I S
SAMNO09781791_al_ct27324:52,989-60,141 (+)

79
1 I N S S
MGV-GENOME-0313407:44,004-50,896 (+)

75
1 E— (NS SN S _—
MGV-GENOME-0281839:35,416-42,298 (+)

91 2
| — — SN SR N N S
uvig_591718:53,044-60,398 (+); 1-2,253 (+)
92

| E— I I N 1
MGV-GENOME-0333476:54,099-60,972 (+); 1-1,746 (+)

93
1 — I —— —
IMGVR_UViG_3300045988 085601|3300045988\Ga0495776 155549:53,625-60,464 (+)

80

I - NN S S —

MGV-GENOME-0293842:38,371-44,928 (+)

O
s

IMGVR_UViG_3300029934 OOO241|3300029934\630169760 100022|33912 93483:53,219-59,539 (+)

85
T W I E——
MGV-GENOME-0335650: 48,224-54,083 (+)

7475
—  ————————1— e I E——
MGV-GENOME-0307977:42,491-48,901 (+)
77

— —  — —— —————— T — ] I S ——
MGV-GENOME-0317945:46,098-52,201 (+)

77
T, — I T
uvig_69357:36,899-42,758 (+)

70 71 76

MGV-GENOME-0294133:36,482-44,880 (+)

25 holin (CDS_0026) 30 31 32
I - - L
MGV-GENOME-4411814:24,979-32,828 (+)

34
I . . I P
MGV-GENOME-0244570: 28,294-35,035 (+)
35
e — P R e ——
uvig 571493:25,148-31,989 (+)
97
T — — NN . —————
uvig 312882:54,516-60,755 (+)
93
L e ——— N S
uvig 302184:55,337-62,145 (+)

51 56 57
| E— N
MGV-GENOME-0298492: 38,668-45,555 (+)

79 85 86

L — — NN —
IMGVR UV|G 3300029010_000002|3300029010|Ga0169625_100253: 50,892-58,446 (+)
85 86
] | E— I O
MGV-GENOME-0330133:50,987-59,122 (+); 1-1,746 (+)
90 91
— 00— — I 0 DN — —
IMGVR UViG_3300029427_000264|3300029427|Ga0243889_1000016/205496-267503:52,831-61,698 (+)
74 75

MG\/ GENOME-0292857: 36,406-44,557 (+)

89 90

\MGVR UV|G 3300029364_000003|3300029364|Ga0243886_1000279: 52, 771 61,948 (+); 1-1,746 (+)

53 54
I I E— & [ ]
MGV-GENOME-0284063: 35.295-42,789 (+)

88 89
0 — I 1 |
IMGVR_UVIG_3300045988_111168|3300045988|Ga0495776_054993: 53,293-60,225 (+)

90
0 — I N — —
Uvig_542126:52,847-60,513 (+)
87 88 89

IMGVR_UViG_3300029840_000008|3300029840|Ga0245268_100446: 53,293-60,026 (+)

RNA-dependent RNA polymerase (CDS_0088) 91 92
[
— I S —— I 1 NS N ——
uvig_451994:52,645-62,192 (+)
88 89

all

uvig_190632:53,293-60,225 (+)
104 105 106 111

I e R —— R S ——
uvig 129316:71,920-80,189 (+); 1-1,746 (+)

95 96 97

uvig_236282:60,283-68,861 (+); 1-1,746 (+)

©

7 88 89

|
|
Py

IMGVR_UViG_3300029339_000006|3300029339|Ga0242823_1000584: 50,953-58,077 (+)
86 87 88

-_— .
MGV-GENOME-0328744:50,589-58,186 (+

70 71 72

MGV-GENOME-0299812:35,099-43,192 (+)
85 86

— I I e W
IMGVR_UViG_3300045988_072386|3300045988|Ga0495776_150367:50,713-58,043 (+)

77 78
— — — ——— —
MGV-GENOME-0320132:46,165-54,025 (+)

87 88

IMGVR_UViG_3300045988_121510|3300045988|Ga0495776_155480: 50,397-58,464 (+)
94 99 100

uvig_258451:69,216-77,526 (+); 1-1,746 (+)
87 88

— I I ) W—
IMGVR_UViG_3300029820_000319|3300029820|Ga0245026_100018|64507-124275:51,459-59,567 (+)

e}
~N
oo
©

MGV-GENOME-0331436: 51,797-59,836 (+); 1-1,746 (+)

87 88 89
—_— — - - N N ———
uvig 289705: 54,285-62,624 (+)

76 77 78

I
MGV-GENOME-0321791:47,191-54,874 (+)

51 50 49

uvig 431887:42,866-52,446 (-)

50 51 52
I L & |
Vg 52112:33,975-42,110 (+)
87 88 89

I — . -
IMGVR_UViG_3300045988_117462|3300045988|Ga0495776_187421:50,188-58,551 (+)

40
e ——

1000 — - I — —
MGV-GENOME-0248783: 28,206-36,341 (+)
7576 77 83 84 85
_ I . N
Uvig.275865:48.703-56,527 (+)

75 76 77 79
—_— — e ] I E—
MGV-GENOME-0307410: 39,477-48,797 (+)

72 73 74
_— I B 1 N S B—
MGV-GENOME-0289085: 35,948-43,871 (+)

84 85 86

I L~ A ————————————— e ] N
MGV-GENOME-0341002: 45,871-53.431 (+)
86 87

— e
IMGVR UViG_3300023490_000010[3300023490|Ga0257053_100218: 50,306-59,387 (+)

84 85 8687

P
IMGVR UViG_3300029613_000360|3300029613|Ga0245150_ 100127|64825 124627 51, 088 59 493( )

79 80 81

IMGVR UViG_3300045988_077340|3300045988|Ga0495776_130264: 46, 807 55 032( )
80 8182 83 84

MGV-GENOME-0320930: 43,594-51,709 (+)
108109110

UV|g_130902 72,758-81,267 (+); 1-1,746 (+)
88 8990

IMGVR_UViG_3300029245_000376|3300029245|Ga0168762_100141[22656-83297:52,133-60,440 (+)
99 100101102

uvig 216770:69,293-78,034 (+); 1-1,746 (+)
85 86 8788

— I —
IMGVR UViG_3300045988_084424|3300045988|Ga0495776_016590:49, 184 57 954( ); 1-1,746 (+)

87 88 8990

MGV GENOME-0298722:37,542-46,081 (+)

uvig 330865:55,199-63,733 (+)
33 34 3536

— — e — s R E——
MGV-GENOME-0257422:26,673-33,996 (+)

33 35
0 T — ] I R — E—

MGV-GENOME-0225673:25,216-32,313 (+)
49 50 5152

S R
GV-GENOME-0261308: 30,833-38,478 (+)

<

86 87 8889

e B
IMGVR UVIG 3300029488_000240|3300029488|Ga0244072_ 100041|128997 187635 50,124-58 437 (+)
89 90 9192

| 0o
w
1

MGV- GENOME 0330433:50,773-59,290 (+); 1-1,746 (+)
87 88 8990

— I - I R I S
uvig_. 244607 50,547-58,831 (+)

— e — B
IMGVR_UViG_2854081209_000002|2854081209/2854081220|193388-251719: 50,305-58,130 (+)

90 9192

— I e N — ——]
IMGVR_UViG_3300029841_000279|3300029841|Ga0245272_100113|33467-93042: 51,664-59,267 (+)
88 89 9091

— _—
uvig 571119:58,770-67,521 (+); 1-1,746 (+)
69 70 7172

—
MGV-GENOME-0314501:42,922-51,471 (+)

91 92 9394 96

uvig_258512:59,592-68,369 (+); 1-1,746 (+)
88 89 9091

— — —
IMGVR UViG_3300029542_000243|3300029542|Ga0244933_100051|40019-100360: 51,565-60,140 (+)

RNA-dependent RNA polymerase (CDS_0080) 83 84 8586

— — I — | —
uvig 296664:49,313-57,888 (+)

102 103104105 2 3
I - I S I I N N R
Vig336554: 66,248-74,718 (+); 1-4.796 (+)
87 88 8990 93 94

—_— I - N I 0 I R /I
uvig_216100: 50,641-59,483 (+); 1-1,746 (+)

87 8889 92

L ___ | e——— ] - 8§ _§ ] I
MG\/ GENOME-0331962:51,655-60,131 (+); 1-1,746 (+)
35
0 — I T . W———
uvig_215411:25,719-32,799 (+)
92

uvig_575745:53,982-60,810 (+)

89 90
uvig_ 618 51,797-60,039 (+)

7576 80
1 R L & & | ]
MGV-GENOME-0292383:38,151-44,615 (+)
73

N E— L & & [ ]

MGV-GENOME-0310271:33,084-39,452 (+)

—
MGV-GENOME-0221598:23,781-31,623 (+)
101 102103104

Han_2018_ERR1398080_NODE_139_length_80000_cov_7.033298:72,148-79,798 (+)

—
MGV-GENOME-0348855:52,233-58,043 (+)

49 5051
_— L 1 1 — I S S
MGV-GENOME-0261678: 30,366-38,439 (+)
48 4950
— I 0 — [ @ 5§ ]
uvig_373159: 29,855-38,318 (+)
42 4344
— 0 — I S B
MOV-GENOME.0255631: 29,318-37,386 (+)
35
0 — I N
uvig_580832: 24,680-31,295 (+)
9596
N 1 — N
MGV-GENOME-0345278: 55,703-62,239 (+)
29 3031 32 33 34
I e I I NN
MOV-GENOME.0227148: 23,904 32,570 (1)
70 75
| 0 — N S
uvig. 79485:46,027-53,038 (+)
73
| 10— — B e —
uvig_298055: 44,608-51,283 (+)
86
L ———————————————— N
MGV-GENOME.0329578: 51,664 58,031 (+)
90
I — T e —

—
\MGVR UViG_3300045988_096780|3300045988|Ga0495776_ 188044 54,785-61,737 (+)

90 91
— Y ———————] I ——— —
IMGVR_UViG_3300045988_096761|3300045988|Ga0495776_090899:52,869-58,558 (+)

DNA, RNA and nucleotide metabolism head and packaging lysis unknown function defence (DefenseFinder)
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