
uvig_98340: 8,921-25,837 (+)

11 12 tail length tape measure protein (CDS_0013) 14 15
tail protein (CDS_0016)

17 1819

endolysin (CDS_0020)

21

holin (CDS_0022)

23
integrase (CDS_0024)

25 26

uvig_188977: 8,936-26,201 (+)

18 19 20 27

MGV-GENOME-0328731: 8,851-25,868 (+)

17 18 19

uvig_98458: 8,921-25,181 (+)

17 18 19

IMGVR_UViG_3300045988_101324|3300045988|Ga0495776_181435: 8,936-26,117 (+)

18 19 20

IMGVR_UViG_3300045988_117462|3300045988|Ga0495776_187421: 9,345-26,368 (+)

19 20 21 25 26

MGV-GENOME-0349642: 8,936-25,787 (+)

14 15 19 20 21

MGV-GENOME-0344308: 9,358-26,884 (+)

19 2021 22

IMGVR_UViG_3300045988_118864|3300045988|Ga0495776_150214: 9,358-26,884 (+)

19 2021 22

uvig_34810: 8,936-28,143 (+)

18 19 20 24 25

IMGVR_UViG_3300045988_091832|3300045988|Ga0495776_150097: 9,846-26,050 (+)

15 tail fiber protein (CDS_0019) 20 21

MGV-GENOME-0343995: 9,846-26,050 (+)

tail fiber protein (CDS_0019) 20 21

MGV-GENOME-0332388: 9,845-26,951 (+)

19 20 21 28

IMGVR_UViG_3300029010_000002|3300029010|Ga0169625_100253: 9,348-27,255 (+)

19
tail fiber protein (CDS_0020)

21 22

IMGVR_UViG_3300045988_082450|3300045988|Ga0495776_156416: 9,529-27,522 (+)

19 20 21

uvig_484421: 9,363-27,573 (+)

19 20 21

IMGVR_UViG_3300008496_000211|3300008496|Ga0115078_100055|2-59925: 8,959-27,415 (+)

18 19 20 24

IMGVR_UViG_3300045988_108269|3300045988|Ga0495776_187113: 8,648-26,689 (+)

18 19 20 27

uvig_85808: 9,845-28,174 (+)

19 20 21 26 27

IMGVR_UViG_3300045988_119365|3300045988|Ga0495776_020077: 10,169-27,808 (+)

20 21 22

IMGVR_UViG_3300045988_086447|3300045988|Ga0495776_187285: 9,848-27,373 (+)

19 20 21

IMGVR_UViG_3300029542_000243|3300029542|Ga0244933_100051|40019-100360: 9,041-27,220 (+)

19 20 21

uvig_202438: 9,848-27,880 (+)

19 20 21 22

uvig_451994: 9,845-27,674 (+)

19 20 21 22
endolysin (CDS_0023)

24

MGV-GENOME-0223899: 9,847-24,996 (+)

19 20 21 25 26

uvig_74679: 9,846-23,669 (+)

tail fiber protein (CDS_0019) 20 21

MGV-GENOME-0237492: 8,936-23,528 (+)

18 19

MGV-GENOME-0221598: 9,382-25,172 (+)

19 20 25

MGV-GENOME-0222873: 9,345-24,996 (+)

19 20 25 26

MGV-GENOME-0217486: 9,345-24,061 (+)

19 20 exonuclease

MGV-GENOME-0230556: 9,382-23,794 (+)

19 20

MGV-GENOME-0223691: 9,382-24,349 (+)

19 20

MGV-GENOME-0227148: 9,290-25,735 (+)

19 20

MGV-GENOME-0223599: 9,362-25,894 (+)

19 20

MGV-GENOME-0261678: 9,289-23,943 (+)

18 19 20

uvig_258512: 9,041-24,272 (+)

18 19 20

uvig_493307: 9,980-24,632 (+)

19 20 21

MGV-GENOME-0239224: 9,388-24,632 (+)

19 20 21

IMGVR_UViG_3300023490_000010|3300023490|Ga0257053_100218: 8,955-26,897 (+)

14 18 19 20 25 27

MGV-GENOME-0255631: 9,240-25,833 (+)

18 19 20 2425
26

27

MGV-GENOME-0253122: 10,266-26,838 (+)

19 20 21 27 28

MGV-GENOME-4411814: 9,817-26,500 (+)

18 19 20 21 22

uvig_130902: 9,327-25,305 (+)

18 19 20 21 22 23 24

IMGVR_UViG_3300029245_000376|3300029245|Ga0168762_100141|22656-83297: 9,327-28,688 (+)

18 19 20 21 22 23 24

IMGVR_UViG_3300045988_106553|3300045988|Ga0495776_074039: 10,556-27,571 (+)

21 22 23 24 25 26

IMGVR_UViG_3300029820_000319|3300029820|Ga0245026_100018|64507-124275: 9,131-27,422 (+)

18 19 20 21

uvig_252319: 9,306-28,061 (+)

19 20 21 22

IMGVR_UViG_3300045988_080526|3300045988|Ga0495776_176817: 9,306-28,002 (+)

19 20 21 22 26

MGV-GENOME-0330133: 9,844-27,824 (+)

19 20 21 22

IMGVR_UViG_3300045988_094657|3300045988|Ga0495776_091194: 9,864-27,546 (+)

20 21 22 23

MGV-GENOME-0331436: 9,406-27,962 (+)

19 20 21 22

uvig_286844: 9,131-30,595 (+)

18 19 20 21 25 LigA (VF1220) (CDS_0026)

MGV-GENOME-0331962: 9,328-27,663 (+)

18 19 20 21

IMGVR_UViG_3300030320_000310|3300030320|Ga0244994_100545|1851-60774: 9,216-26,594 (+)

18 19 20 21

MGV-GENOME-0227259: 9,848-26,369 (+)

19 20 21 22

uvig_571493: 10,302-25,970 (+)

21 22 23 24

MGV-GENOME-0244852: 9,306-27,329 (+)

19 20 21 22 26

uvig_237154: 9,306-24,794 (+)

19 20 21 22

uvig_571119: 9,359-24,831 (+)

19 20 21 22

uvig_255396: 10,260-25,135 (+)

20 21 22 23

uvig_336554: 8,846-24,046 (+)

17 18 1920 21

MGV-GENOME-0231564: 9,462-25,414 (+)

13 19 21 22 23

uvig_12278: 8,924-24,754 (+)

17 18 19 20 21

MGV-GENOME-0325609: 9,848-25,923 (+)

19 20 21 22 27

MGV-GENOME-0249150: 9,845-25,647 (+)

19 20 21 22 26

uvig_153015_: 19,722-30,651 (+)

18 25
Hoc-like head decoration (CDS_0026)

27 28 33 integrase (CDS_0034)

uvig_451808: 1-14,737 (-)

123tail fiber protein (CDS_0004)

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function virulence (VFDB)


