
MGV-GENOME-0203193: 21,286-28,537 (+)

29 DNA primase (CDS_0030) 31 32 33 34 35 36 37
capH (CDS_0038)

39 40

MGV-GENOME-0173886: 15,930-23,748 (+)

22 28 29 30 31 capH (CDS_0032)

MGV-GENOME-0203184: 21,626-28,535 (+)

37
retron_type_VI_hth_cluster2_1 (CDS_0038)

capH (CDS_0039)

MGV-GENOME-0194206: 19,346-26,958 (+)

DNA primase (CDS_0028) 32 33 34 capH (CDS_0035)

MGV-GENOME-0171535: 15,395-23,411 (+)

25
retron_type_VI_hth_cluster2_1 (CDS_0026)

27 28 29 capH (CDS_0030)

MGV-GENOME-0197206: 19,688-27,476 (+)

34 35
retron_type_VI_hth_cluster2_1 (CDS_0036)

37 38 39

uvig_2303: 19,317-27,544 (+)

33
retron_type_VI_hth_cluster2_1 (CDS_0034)

35 36 37 capH (CDS_0038)

MGV-GENOME-0203256: 20,801-28,546 (+)

32 33
retron_type_VI_hth_cluster2_1 (CDS_0034)

35 36 37 capH (CDS_0038)

uvig_486660: 18,982-26,729 (+)

31 32
retron_type_VI_hth_cluster2_1 (CDS_0033)

34 35 36 capH (CDS_0037)

MGV-GENOME-0227846: 20,416-28,342 (+)

31
retron_type_VI_hth_cluster2_1 (CDS_0034)

35 36 37 capH (CDS_0038)

MGV-GENOME-0175354: 16,050-23,966 (+)

28
retron_type_VI_hth_cluster2_1 (CDS_0029)

30 31 32 capH (CDS_0033)

MGV-GENOME-0209348: 20,402-29,627 (+)

Sak4-like ssDNA annealing protein (CDS_0027) 33 34 35
retron_type_VI_hth_cluster2_1 (CDS_0036)

37 38 39 capH (CDS_0040)

uvig_327754: 18,322-26,346 (+)

30 31
retron_type_VI_hth_cluster2_1 (CDS_0032)

33 34

MGV-GENOME-0202277: 19,959-28,377 (+)

34 35 36
retron_type_VI_hth_cluster2_1 (CDS_0037)

38 39

MGV-GENOME-0195069: 19,383-27,099 (+)

33 34
retron_type_VI_hth_cluster2_1 (CDS_0035)

36 37

MGV-GENOME-0195372: 18,574-27,151 (+)

33 34 35 36

3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


