anti-repressor Ant (CDS_0028)

tail protein (CDS_0022) tail fiber assembly (CDS_0024) baseplate protein (CDS_0027) DS-34_DS-34A (CDS_0031)
18 19 20 21 tail fiber protein (CDS_0023) 25 26 29 integrase (CDS_0030)
— I - O ——

[
TemPhD_cluster_33870: 13,193-27,804 (+)
retron_|-B2 (CDS_0026)
tail fiber protein (CDS_0021) tail fiber assembly (CDS_0022) 27

l
|

TemPhD_cluster_44456:11,659-26,708 (+)
tail fiber protein (CDS_0024) tail fiber protein (CDS_0025) 29 30 32

e~~~ T ———————
IMG\/R UViG_2848885998 000001|2848885998|2848885998|69763-100500: 13,644-28,462 (+)
tail fiber protein (CDS_0023) 24 tail fiber protein (CDS_0029)30 31

!
é

IMGVR _UViG_2609460137_000001|2609460137|2609536142|2-33301: 13,193-30,150 (+)
Rz-like spanin (CDS_0019) 23 24 tail fiber protein (CDS_0026) tail fiber protein (CDS_0027)

IMGVR_UViG_2740892517_000002|2740892517|2740991890(58401-89141: 13,217-27,431 (+)
tail fiber protein (CDS_0024)
19 25 tail fiber protein (CDS_0026)

|
|
3
|
|

IMGVR_UViG_2852304943_000006|2852304943|2852304948|2111503-2144267:12,437-23,717 (+)

endolysin tail fiber protein (CDS_0032) tail fiber assembly (CDS_0033)
N T | e - T ——
TemPhD_cluster_63713:17,143-29,485 (+); 1-1,780 (+)
19 tail fiber protein (CDS_0024) tail fiber assembly (CDS_0025) 29 30 31 32
I L& | __§ |}

L L —————————
SAMNO01774018 _al ct4620_vs1:12,996-25,999 (+)
tail fiber protein (CDS_0024) 25

IMGVR_UViG_2825960585_000003|2825960585|2825960590|88951-117585: 13,315-23,639 (+)
tail fiber protein (CDS_0006) tail fiber assembly protein (CDS_0005) 36

TemPhD_cluster_63791:1-11,363 (-); 26,386-29,063 (-)
tail fiber protein (CDS_0026) tail fiber assembly protein (CDS_0027)

N
uvig 375818:13,698-26,183 (+)
tail fiber protein (CDS_0024) tail fiber assembly (CDS_0025)

L I S E—
TemPhD _cluster_22979:13,315-27,076 (+)

tail fiber protein (CDS_0023) 24 28 29 30 31

IMGVR_UViG_2855087632_000006|2855087632|2855087713|116040-147912: 13,186-28,562 (+)
tail fiber protein (CDS_0024) tail fiber assembly protein (CDS_0025)

A | —|
IMGVR_UViG_2905369465_000001|2905369465]2905369566: 13,240-27,655 (+)
Rz-like spanin (CDS_0016)

17 18 tail fiber protein (CDS_0022) 23

-
TemPhD_cluster_44148:12,258-22,307 (+)
tail fiber protein (CDS_0022) 23

e
|MGVR UViG_2724679347_000003(2724679347(2724726517|345747-377616:12,314-22,407 (+)

tail fiber protein (CDS_0024) 25

IMGVR_UViG_2706794642_000005|2706794642|2706817756[17113-49104: 14,504-24,364 (+)
tail fiber protein (CDS_0022) 23

e e s e _—
IMGVR UViG_2657245428 000004|2657245428|2657298653|325452-358374:12,255-22,169 (+)

tail fiber protein (CDS_0022) 23

e
|MGVR UViG_2667527969_000002(2667527969|2667597878|690-31060: 12,252-22,363 (+)

17 tail fiber protein (CDS_0022) 23

e B b
IMGVR UViG_2660238490_000002|2660238490|2660313064|573-30943:12,252-22,363 (+)

tail fiber protein (CDS_0022) 23

e e e —
IMGVR UViIG_2724679370_.000002|2724679370|2724727904|617675-648511:11,827-21,937 (+)

tail fiber protein (CDS_0007) tail fiber assembly (CDS_0006)

- - " |
TemPhD cluster_63737:1,502-11,613 (-)

tail fiber protein (CDS_0022) 23

TMOVR_UVIG. 2648501468, 000001 | 2648501468 26485308 18]653632.685399: 12,263-22.321 (1)
holin (CDS_0014)
tail sheath (CDS_0012
13 | 15 17 tail fiber protein (CDS_0022) 23

!*
1}

IMGVR_UVIG_2706794640_000002|2706794640|2706817581|297482-329424: 10,086-20,173 (+)

tail fiber assembly protein (CDS_0023)
17 tail fiber protein (CDS_0022)

I R

IMGVR_UViG_2565956564 000011|2565956564\2565970347|3647295 3675466:10,066-20,366 (+)
6000 nt i

integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
N — —_—




