
TemPhD_cluster_50302: 28,654-37,847 (+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein
41 42 43 44 45 46 47 48 49 50 51 DNA primase (CDS_0052) endonuclease (CDS_0053) 54 MazG-like pyrophosphatase (CDS_0055)

TemPhD_cluster_37126_: 27,446-36,421 (+)

47 48

TemPhD_cluster_42620: 27,160-37,617 (+)

46 47 49 50 51 52 53

TemPhD_cluster_61139: 27,357-38,418 (+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0042) 50 51 52 53 54 57

TemPhD_cluster_42369: 27,827-38,790 (+)

49
RM_Type_II__Type_II_REase23 (CDS_0050)

51 52 53 54 60

TemPhD_cluster_50131: 28,537-38,021 (+)

RM_Type_II__Type_II_REase23 (CDS_0047)
49 50 51

TemPhD_cluster_61482: 27,225-36,663 (+)

46 47 48

IMGVR_UViG_643348561_000003|643348561|643348593|2543217-2582585: 27,292-37,586 (+)

49 50 51 52

TemPhD_cluster_23597_: 28,133-38,787 (+)

RM_Type_II__Type_II_REase23 (CDS_0047) 48 49 50 51 52 53 54

TemPhD_cluster_33100: 27,763-37,288 (+)

47 48 49 50 51 52

TemPhD_cluster_50253: 28,039-37,679 (+)

48 49 50 51

TemPhD_cluster_61502: 27,421-36,585 (+)

47 48 49 50

TemPhD_cluster_33158: 30,114-37,918 (+)

48 49 52 57

TemPhD_cluster_61467: 30,362-37,724 (+)

48 51

4000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder)


