
uvig_395374: 23,575-31,718 (+)

25 26 27 28 endolysin (CDS_0029) 30 31 32 integrase (CDS_0033) 34 35 36 37 38

SRS055018_a1_ct372_vs1: 11,431-19,704 (+)

Reverse transcriptase 16 17 18

IMGVR_UViG_3300045988_050435|3300045988|Ga0495776_134545: 23,573-32,054 (+)

29 30 31
transcriptional repressor (CDS_0037)

38

SRS104036_a1_ct6858: 22,478-32,047 (+)

RT_III-AM_III-B_2 (CDS_0024) 29 30 31 36

MGV-GENOME-0279760: 15,958-25,527 (-)

3839endolysin (CDS_0040)

SAMN09781739_a1_ct137682_vs1: 23,544-32,748 (+)

30 31 33 34 37

MGV-GENOME-0308834: 23,563-32,169 (+)

28 32 40

IMGVR_UViG_3300045988_041301|3300045988|Ga0495776_010705: 23,563-29,275 (+)

30 32

Minot_healthy_male_NODE_187_length_46207_cov_20.161141: 23,334-29,039 (+)

30 32

uvig_280871: 23,496-27,057 (+)

30

SAMN09781706_a1_ct62740_vs1: 23,488-29,269 (+)

30 31

MGV-GENOME-0295662: 20,059-28,861 (+)

22 27 29

uvig_201528: 23,576-30,052 (+)

30 31 32 37 38 39

MGV-GENOME-0295205: 23,574-30,665 (+)

29 30 31

3000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis transcription regulation unknown function defence (DefenseFinder)


