
SAMN09781739_a1_ct137682_vs1: 32,437-38,776 (+)

42 43 44 45 46 47 48 49 50 51 52 53

SAMN09781706_a1_ct62740_vs1: 32,004-38,834 (+)

42 46

IMGVR_UViG_3300045988_042817|3300045988|Ga0495776_028465: 31,541-39,000 (+)

46 47 48 49

uvig_558171: 18,969-25,904 (+)

23 28 29

SRS104036_a1_ct6858: 31,733-39,739 (+)

46 47 48

MGV-GENOME-0279760: 8,265-16,272 (-)

212223

IMGVR_UViG_3300045988_041301|3300045988|Ga0495776_010705: 31,487-39,744 (+)

46 47 48 49

uvig_557630: 36,634-44,740 (+)

48 51 52 53 54 55

MGV-GENOME-0308574: 27,025-37,418 (+)

32 33 34 35 36 37 40 41 42 43

uvig_395374: 27,026-37,372 (+)

40 41 42 43

uvig_154517: 27,395-37,575 (+)

transcriptional repressor (CDS_0037)
38 41 42 43 44 47

IMGVR_UViG_3300045988_032652|3300045988|Ga0495776_184980: 27,152-34,780 (+)

31 38

MGV-GENOME-0306477: 27,152-34,780 (+)

38

4000 nt

DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function


