
uvig_154517: 24,694-35,879 (+)

28
endolysin (CDS_0029)

30 31 32 33
integrase (CDS_0034)

35 36

transcriptional repressor (CDS_0037)

38 39 40 41 42 43 44 45 DNA helicase (CDS_0046)

IMGVR_UViG_3300045988_050435|3300045988|Ga0495776_134545: 24,637-36,305 (+)

31 35 36
transcriptional repressor (CDS_0037)

38 45 46

IMGVR_UViG_3300029332_000008|3300029332|Ga0243782_100550: 24,639-36,739 (+)

33 34 35 36
transcriptional repressor (CDS_0037)

38

SAMN09781706_a1_ct62740_vs1: 24,547-36,957 (+)

30 31 35 36 37 38 kinase (CDS_0039) 46 47

MGV-GENOME-0308834: 24,260-35,487 (+)

27 28 30 32 35 36
transcriptional repressor (CDS_0037)

38 44

IMGVR_UViG_3300045988_041301|3300045988|Ga0495776_010705: 24,623-35,487 (+)

35 36
transcriptional repressor (CDS_0037)

38

SAMN09781739_a1_ct137682_vs1: 24,911-36,899 (+)

31 33 34 37 38 39
transcriptional repressor (CDS_0040)

41 47 48

IMGVR_UViG_3300045988_077202|3300045988|Ga0495776_138029: 24,639-35,029 (+)

33
transcriptional repressor (CDS_0034)

35 3637 39 40 41

MGV-GENOME-0295662: 24,271-35,029 (+)

27 33
transcriptional repressor (CDS_0034)

35 3637

Minot_healthy_male_NODE_187_length_46207_cov_20.161141: 24,398-36,320 (+)

32 35
transcriptional repressor (CDS_0036)

37 3839 41

uvig_449976: 24,277-40,809 (+)

32 33 34 35 36 37 38 39 40
tRNA-Glu(CTC)

41 42 43 45 46
transcriptional repressor (CDS_0047)

48

uvig_557630: 23,985-38,582 (+)

33 34 35 36 37 38 39 40 41 transcriptional repressor (CDS_0044)

6000 nt
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