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31 3334 37 38 39 41 47 48

!
|
y

[ | & | By | | — |
SAMNO09781739_al ct137682 vs1:24,911-36,899 (+)
transcriptional repressor (CDS_0034)
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transcriptional repressor (CDS_0034)
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transcriptional repressor (CDS_0036)
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tRNA-GIu(CTC) transcriptional repressor (CDS_0047)
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uvig 449976:24,277-40,809 (+)
33 34 35 36 37 38 3940 41 transcriptional repressor (CDS_0044)

uvig 557630:23,985-38,582 (+)
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