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MGV-GENOME-0319108:48,271-53,733 (+)

terminase large subunit (CDS_0001)
76 77 78 79 80 81 2 3 4
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MGV-GENOME-0318830:47,006-53,596 (+): 1.3.299 (+)
65

MGV-GENOME-0242170:32,615-35,525 (+)

=

MGV-GENOME 0245746:2-2,912 (-)
67 7172 73 74 75

IMGVR_UViG_3300045988_133757|3300045988|Ga0495776_069046: 44,246-50,368 (+)
Dpd_QueD (CDS_0078)
Dpd_QueE (CDS_0079)

74 75 76 77 | Dpd_FolE (CDS_0080)
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IMGVR_UVIG_3300045988_139978|3300045988|Ga0495776_057437:45,352-52,.917 (+)
Dpd_QueD (CDS_0075)
Dpd__QueE (CDS_0076)
68 69 70 71 72 73 74 | ‘Dpd_FolE (CDS_0077)

— —
uvig_586169:43,158-52, 506( )

Dpd_QueD (CDS_0085)
Dpd_QueE (CDS_0086)

71 76 77 78 79 80 81 82 83 84 | Dpd_FolE (CDS_0087)

_— I
uvig_142838:46,779-58,018 (+); 17,945 (+)
Dpd_QueD (CDS_0084)
nuclease (CDS_0076) Dpd__QueE (CDS_0085)
75 77 78 79 80 81 82 83 | Dpd_FolE (CDS_0086)
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IMGVR_UViG_3300029120_000017|3300029120|Ga0168814_100319: 46,823-58,062 (+); 1-3,299 (+)
Dpd_QueD (CDS_0085)
Dpd_QueE (CDS_0086)
Tz 78 79 80 81 8283 84 | Dpd_FolE (CDS_0087)

IMGVR_UViG_3300045988_127937|3300045988|Ga0495776_016756:48,123-57,064 (+); 1-3,299 (+)
nuclease (CDS_0078) Dpd__QueD (CDS_0084)
Dpd__QueE (CDS_0085)
T77 79 80 81 82 83 | Dpd__FolE (CDS_0086)
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MGV-GENOME-4427564:48,202-57,023 (+)

resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (NFO40503.1) (CDS_0071)
77
67 70 74 75 76|
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uvig 373047:45,755-52,281 (+); 1-3,299 (+)

74 75

uvig_514428:44,172-48,293 (+); 1-3, 299( )
83 84 85 86 87

MGV-GENOME-0319438:47,996-53,902 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0070)

Dpd_QueE (CDS_0077)
9 74 76 | Dpd_FolE (CDS_0078)

o

e — ——— N
uvig_579855:45,350-51,486 (+); 1-3, 299( )

7000 nt
DNA, RNA and nucleotide metabolism head and packaging unknown function defence (DefenseFinder) AMR (AMRFinderPlus)




