
IMGVR_UViG_3300029120_000017|3300029120|Ga0168814_100319: 14,142-21,825 (+)

12 13 14 15 16 17 18 19 20 21 22 23 24 25 26

MGV-GENOME-0318830: 14,040-21,297 (+)

19 20

IMGVR_UViG_3300045988_129255|3300045988|Ga0495776_057573: 14,429-21,257 (+)

14 19 20

uvig_582845: 14,464-21,742 (+)

16 18 19 20 21

MGV-GENOME-0320651: 14,466-21,238 (+)

19 20

MGV-GENOME-0242170: 578-6,517 (+)

5 6 7 8 9

MGV-GENOME-0245746: 29,010-36,049 (-)

5758596061

uvig_332795: 12,215-21,332 (+)

11 12 17 18 19

uvig_374399: 14,470-21,925 (+)

15 18 19 21 22 23 24 25

MGV-GENOME-0319108: 14,470-22,070 (+)

20 21 22 23 24

SAMN03418265_a1_ct1680: 14,470-23,246 (+)

transposase (CDS_0014) 15 20 21 22 23 24 25

3000 nt

integration and excision unknown function


