
SRS102808_a1_ct47758_vs1: 12,164-26,774 (+)

15 16 17 18 19
holin (CDS_0020)

21 22 23 24

transcriptional repressor (CDS_0025)
26

27
28

29 30 31 32
33

34

nucleoside 2-deoxyribosyltransferase (CDS_0035)
RusA-like Holliday junction resolvase (CDS_0036)

37

SRS075813_a1_ct10961_vs1: 12,508-28,075 (+)

21 22 23 24

PDC-S42_WP_165601015.1 (CDS_0025)

26

retron_type_VI_hth_cluster2_1 (CDS_0027)

28
29 32 37

SRS098045_a1_ct64611_vs1: 12,648-29,315 (+)

21 22
transposase (CDS_0023)

24 25 26 27 28 29

retron_type_VI_hth_cluster2_1 (CDS_0030)
31

32 34 35 nucleoside 2-deoxyribosyltransferase (CDS_0037)

IMGVR_UViG_3300028506_000023|3300028506|Ga0307858_1038: 12,380-26,688 (+)

21 22 23 24

retron_type_VI_hth_cluster2_1 (CDS_0025)

26
27

28 30 31 33 35

IMGVR_UViG_3300045988_076130|3300045988|Ga0495776_004362: 12,694-25,526 (+)

endolysin (CDS_0021)
22 23 24

retron_type_VI_hth_cluster2_1 (CDS_0025)

26 28

SRS015686_a1_ct82458_vs1: 12,150-24,618 (+)

19 21 22 23 24

retron_type_VI_hth_cluster2_1 (CDS_0025)
26

27

IMGVR_UViG_3300045988_074069|3300045988|Ga0495776_180863: 12,655-26,494 (+)

endolysin (CDS_0021)
22 23

transcriptional repressor (CDS_0024)
retron_type_VI_hth_cluster2_1 (CDS_0025)

26
27 31 32

MGV-GENOME-0222717: 12,655-26,494 (+)

endolysin (CDS_0021)
22 23 24

retron_type_VI_hth_cluster2_1 (CDS_0025)
26

27

SRS012916_a1_ct6694_vs1: 13,604-27,626 (+)

tail length tape measure protein
endolysin (CDS_0021)

22 23 24

retron_type_VI_hth_cluster2_1 (CDS_0025)
26

27

IMGVR_UViG_3300045988_073059|3300045988|Ga0495776_004151: 12,341-27,253 (+)

endolysin (CDS_0021)
22 23 24 25 26

retron_type_VI_hth_cluster2_1 (CDS_0027)
28

29 31 32 33 34

SAMEA2738132_b1_ct6: 12,341-27,291 (+)

endolysin (CDS_0021)
22 23 24 25 26

retron_type_VI_hth_cluster2_1 (CDS_0027)
28

29

SRS052518_a1_ct16674: 12,192-26,668 (+)

21 22 23 24 25
26 27

28 30 32MTase_II_00074 Type (CDS_0033)

IMGVR_UViG_3300019477_000050|3300019477|Ga0197716_100040: 12,164-27,492 (+)

21 22

PDC-S19_WP_218140341.1 (CDS_0023)

24 25
26 27

28

SRS143037_a1_ct42443_vs1: 13,602-28,097 (+)

21 22 23

PDC-S42_WP_165601015.1 (CDS_0024)

25 26
27

28

MGV-GENOME-0219561: 12,560-26,926 (+)

endolysin (CDS_0021)
22

PDC-S42_WP_165601015.1 (CDS_0023)
transcriptional repressor (CDS_0024)

25
26

27 31

IMGVR_UViG_3300008755_000015|3300008755|Ga0114091_100387: 13,143-27,312 (+)

21 22 23

PDC-S42_WP_165601015.1 (CDS_0024)

25 26
27

28 32 36

SRS019122_a1_ct12640: 13,143-27,137 (+)

21 22

PDC-S42_WP_165601015.1 (CDS_0023)

24

transcriptional repressor (CDS_0025)

26
27

IMGVR_UViG_3300008754_000139|3300008754|Ga0114089_100124|33817-65613: 13,143-26,522 (+)

endolysin (CDS_0021) 22

PDC-S42_WP_165601015.1 (CDS_0023)

24 25
26

27

IMGVR_UViG_3300006320_000044|3300006320|Ga0099576_1000368: 12,379-26,447 (+)

21 22 23

transcriptional repressor (CDS_0024)

25 26
27

28

IMGVR_UViG_3300008715_000055|3300008715|Ga0115609_1000475: 12,379-26,794 (+)

21 22 23

transcriptional repressor (CDS_0024)

25 26
27

28

IMGVR_UViG_3300007315_000234|3300007315|Ga0104930_100141|123-32146: 13,143-27,523 (+)

endolysin (CDS_0021)
22 23 24 25 26

transcriptional repressor (CDS_0027)

28

29
30

31 33

MGV-GENOME-0217884: 12,336-26,581 (+)

endolysin (CDS_0021)
22 23

transcriptional repressor (CDS_0024)

25
26

27 30

MGV-GENOME-0220262: 9,775-26,641 (+)

14 19

holin (CDS_0020)
endolysin (CDS_0021)

22 23 24 25

transcriptional repressor (CDS_0026)
27

28

SRS144368_a1_ct51420_vs1: 12,798-25,050 (+)

21 22 23

transcriptional repressor (CDS_0024)

25

26
27

28 33

SRS144644_a1_ct28435_vs1: 12,566-39,036 (+)

21 22 23

PDC-S01_WP_076465573.1 (CDS_0024)

25 26 27
ABC transporter (CDS_0028)

ABC transporter (VF0818) (CDS_0029)
ABC transporter (VF0818) (CDS_0030)

31
32 33 34 35

PDC-S42_WP_165601015.1 (CDS_0036)

37
38

39
40

41

SRS100027_a1_ct17092_vs1: 12,601-41,545 (+)

21 22
transposase (CDS_0023)

24

PDC-S01_WP_076465573.1 (CDS_0025)

26 27 28
ABC transporter (CDS_0029)

ABC transporter (CDS_0030)31 32 33 34 35

retron_type_VI_hth_cluster2_1 (CDS_0036)

37
38

39

SRS077633_a1_ct23833_vs1: 12,192-22,923 (+)

21 22
retron_type_VI_hth_cluster2_1 (CDS_0023)

24 27

SRS019488_a1_ct3870_vs1: 13,143-24,872 (+)

21 22 23 24 25 26
27

nucleoside 2-deoxyribosyltransferase (CDS_0028)

30 34

SRS024081_a1_ct29199_vs1: 13,116-23,138 (+)

21 22 23 nucleoside 2-deoxyribosyltransferase (CDS_0024)

MGV-GENOME-0201509: 13,111-23,553 (+)

endolysin (CDS_0021)
22 23 24

MTase_II_00074 Type (CDS_0025)

nucleoside 2-deoxyribosyltransferase (CDS_0026)

MGV-GENOME-0209344: 9,690-22,227 (+)

19

holin (CDS_0020)
21

22 23

MTase_II_00074 Type (CDS_0024)

25
26

MGV-GENOME-0205424: 9,733-20,415 (+)

19
holin (CDS_0020)

21

MGV-GENOME-0190135: 12,655-22,874 (+)

endolysin (CDS_0021)
22

23 24 29 Sak4-like ssDNA annealing protein (CDS_0030)

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function

defence (PADLOC) virulence (VFDB)


