RusA-like Holliday junction resolvase (CDS_0034)
nucleoside 2-deoxyribosyltransferase (CDS_0033) Sak4-like ssDNA annealing protein (CDS_0039)
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SRS015686_al ct82458 vs1:21,607-27,649 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0033)
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MGV-GENOME-0219561:22,324-28,067 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0035)
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SRS102808_al ct47758 vs1:22,802-27,460 (+)

31 32 33 nucleoside 2-deoxyribosyltransferase (CDS_0034)
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IMGVR_UViG_3300019477_000050|3300019477|Ga0197716_100040: 22,741-28,178 (+)
30 31 32 33 nucleoside 2-deoxyribosyltransferase (CDS_0034)
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SRS1430837_al ct42443 vs1:23,697-28,783 (+)

31 32 33 nucleoside 2-deoxyribosyltransferase (CDS_0034)
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SRS075813 a1l ct10961 vs1:24,308-28,585 (+)

30 31 32 33 nucleoside 2-deoxyribosyltransferase (CDS_0034)

MGV-GENOME-0220262:22,415-27,555 (+)
28 29 30 31 32 34
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IMGVR_UViG_3300045988_076130[|3300045988|Ga0495776_004362:22,591-28,438 (+)

34 35 36 nucleoside 2-deoxyribosyltransferase (CDS_0037)

SRS098045_al _ct64611 vs1:25,120-29,825 (+)
33 34 nucleoside 2-deoxyribosyltransferase (CDS_0035)

IMGVR_UViG_3300007315 000234|3300007315\Ga0104930 100141[123-32146: 24,005-28,033 (+)
43 44 nucleoside 2-deoxyribosyltransferase (CDS_0045)

SRS144644 al _ct28435_vs1:35,589-39,352 (+)
31 32 33 34 nucleoside 2-deoxyribosyltransferase (CDS_0035)
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SRS144368 _al ct51420_vs1:21,963-27,002 (+)
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MGV-GENOME-0217884:21,899-27,091 (+)

nucleoside 2-deoxyribosyltransferase
30
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SR5019488 a1_ct3870_vs1:22,266-25,504 (+)

IMGVR_UViG_3300008754_000139|3300008754|Ga0114089_100124(33817-65613:22,624-27,032 (+)
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SRS019122 a1 ct12640:23015-27,453 (+)

30 31 32 33

IMGVR_UViG_3300028506_000023|3300028506|Ga0307858_1038: 22,294-27,392 (+)
29 30 31 32

MGV-GENOME-0222717:22,458-27,004 (+)
29 30 31 32

SRS012916_al_ct6694 vs1:23,561-28,136 (+)

41 42 43 nucleoside 2-deoxyribosyltransferase (CDS_0044)
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SRS100027_a1_ct17092 vs1:37,302-42,055 (+)
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IMGVR_UViG_3300045988_073059|3300045988|Ga0495776_004151:23,072-27,763 (+)

31 32 33 34

SAMEA2738132_b1 cté:23,072-27,801 (+)
MTase_II_00074 Type (CDS_0033)
30 31 32 34
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SRS052518_a1_ct16674:22,087-28,049 (+)

holin (CDS_0020) retron_type_VI_hth_cluster2_1(CDS_0023)
18 19 21 22 24 27 28 29 30 nucleoside 2-deoxyribosyltransferase (CDS_0031)
I I — e
SRS077633_al_ct23833 vs1:15,122-24,869 (+)
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