holin HTH DNA binding protein (CDS_0030)
\ 24 25 26 27 28 29 31 32 33 34 35 36 37 38

I N B I
IMGVR_UViG_3300006498_000154|3300006498|Ga0100374_100100|35072-70582: 22,769-30,253 (+)
HTH DNA binding protein (CDS_0029)
27 30

I BN N B — I D
IMGVR_UViG_3300008565_000216|3300008565|Ga01110611000014|21115-56804: 21,913-30,420 (+)
26 27 31 HTH DNA binding protein (CDS_0033)

P — —— — — — & ————— — ]
SAMEA2737962 b1 ct5:23,307-31,961 (+)

HTH DNA binding protein (CDS_0035)
36 39

iﬁ

I |
IMGVR_UViG_3300014024_000097|3300014024|Ga0119801_100121[497-40058: 26,767-34,297 (+)

HTH DNA binding protein (CDS_0033)
34 38

. Il S S E—  E— I ——
SRS143872_al ct13617_vs01:22,809-32,127 (+)

HTH DNA binding protein (CDS_0029)
30

— e — S S — I S —
IMGVR_UViG_3300014815_000014/3300014815|Ga0119815_1000503: 19,782-28,994 (+)

HTH DNA binding protein (CDS_0033)

I . H —
SAMEA2737985 b1 ct1:22,789-31,919 (+)
HTH DNA binding protein (CDS_0032)

. — I
IMGVR_UViG_7000000208_000014|7000000208|SRS011126_Baylor_scaffold_22450:22,327-31,350 (+)

HTH DNA binding protein (CDS_0033)
34 41

0 — — - S E——
SAMEA2738020_b1 ct1:22,788-30,888 (+)
HTH DNA binding protein (CDS_0034)
35 43

- —— — . N S ——
MGV-GENOME-0250339:22,774-31,843 (+)

HTH DNA binding protein (CDS_0034)

29 [ 35
a5 e KEKCTIDEDL U B

B
SAMEA2738009_b1 ct1:23,229-36,773 (+)
HTH DNA binding protein (CDS_0033) 34

f

| ____§B ] n B I S R —— | 1
SAMEA2737941_b1_ct2:23,306-37,322 (+)
HTH DNA binding protein (CDS_0036)
HTH DNA binding protein (CDS_0035)
HTH DNA binding protein (CDS_0034)
T | 37 PDC-M69A WP_216276383.1(CDS_0038)

O o GO GO G oGO 0 (O S I O s I B D, B

. L}
SAMEA2737977 b1 _ct3:23,338-37,227 (+)
HTH DNA binding protein (CDS_0034)
HTH DNA binding protein (CDS_0033)
HTH DNA binding protein (CDS_0032)
| 35 PDC-M69A WP_216276383.1(CDS_0036)

I B B B S S | S— VNN (N O
SAMEA2737949 b1 ct1:22,792-31,789 (+)
HTH DNA binding protein (CDS_0034)
HTH DNA binding protein (CDS_0033)
HTH DNA binding protein (CDS_0032)
| | 35 PDC-M69A WP_216276383.1(CDS.0036)

— — L _ NN 1  — "}|§ ]
IMGVR_UViG_3300008481_000021|3300008481|Ga0115177_1000349:22,813-32,949 (+)

HTH DNA binding protein (CDS_0033)
34

gﬁ

B ]
SAMEA2737882_b1_ct2: 23297-31,972 (+)
PDC-M69A_ WP_216276383.1 (CDS_0033)
HTH DNA binding protein (CDS_0031)
HTH DNA binding protein (CDS_0030)
tail fiber protein (CDS_0022) HTH DNA binding protein (CDS_0029) ‘

endolysin (CDS_0023) 24 | 32 37

E

—— . I E— I N e —
SRS063485_al _ct49655 vs1:19,688-30,017 (+)

HTH DNA binding protein (CDS_0037)
38

g*

IMGVR_UViG_3300008144_000014|3300008144|Ga0114284_1000369: 27,088-34,678 (+)
HTH DNA binding protein (CDS_0027)
20 endolysin (CDS_0022) 28

IMGVR_UViG_7000000568_000046|7000000568|SRS051930_LANL scaffold_47721:18,271-29,123 (+)
HTH DNA binding protein (CDS_0038)
39

I B B — oo e ———————
IMGVR_UViG_3300007355_000061|3300007355|Ga0104762_1000004|174772-218388: 30,996-38,653 (+)
HTH DNA binding protein (CDS_0042)
43

—_— I . J
IMGVR_UViG_3300007320_000188|3300007320|Ga0104940_1000007|182617-229238: 33,832-41,351 (+)
HTH DNA binding protein (CDS_0038)
39

— — I S —
SRS045763_al_ct1364 vs1:29,844-37,503 (+)

HTH DNA binding protein (CDS_0027)
22 28

[ — T S ———
IMGVR_UViG_3300014037_000233|3300014037|Ga0119816_1000390|10457-46422: 18,556-30,697 (+)

PDC-M69A WP_216276383.1 (CDS_0034)
33 | 37 38

. I
SAMEA2737938_b1 ct1:23,298-31,745 (+)
5000 nt i
DNA, RNA and nucleotide metabolism lysis tail unknown function defence (PADLOC) tRNA pseudogene
— L] I I




