
MGV-GENOME-0312798: 36,124-43,503 (+)

40 41 42 43 44 45 46
DS-4__DS-4A (CDS_0047)

48 49 50 51 52

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0053)

54

MGV-GENOME-0312195: 35,910-43,303 (+)

40 45 DS-4__DS-4A (CDS_0046)

uvig_242479: 37,562-44,048 (+)

42 46
DS-4__DS-4A (CDS_0047)

48

uvig_230329: 36,190-43,153 (+)

48

MGV-GENOME-4389711: 3,977-10,178 (-)

914

MGV-GENOME-0185579: 17,089-23,705 (+)

33
34 35

IMGVR_UViG_3300045988_167453|3300045988|Ga0495776_047538: 36,804-42,559 (+)

48 49

IMGVR_UViG_3300045988_137969|3300045988|Ga0495776_058287: 38,220-43,697 (+)

49 50

MGV-GENOME-0248551: 26,961-32,289 (+)

39

MGV-GENOME-0219148: 6,057-11,632 (-)

161921

uvig_519466: 36,313-43,088 (+)

47 50

MGV-GENOME-0310830: 34,108-41,423 (+)

45

IMGVR_UViG_3300045988_121803|3300045988|Ga0495776_068872: 34,108-41,229 (+)

45

uvig_63551: 33,534-40,284 (+)

36 40

MGV-GENOME-0311975: 35,722-43,380 (+)

44 46

IMGVR_UViG_7000000334_000018|7000000334|SRS015217_WUGC_scaffold_13989: 35,722-43,186 (+)

44

IMGVR_UViG_3300045988_132770|3300045988|Ga0495776_058089: 36,111-43,579 (+)

48 50

IMGVR_UViG_3300029749_000013|3300029749|Ga0245202_1000568: 35,463-42,866 (+)

39 45 47

IMGVR_UViG_3300045988_076122|3300045988|Ga0495776_077975: 35,422-43,232 (+)

46

uvig_45976_: 975-7,405 (-)

79

SAMN06164903_a1_ct10564: 36,582-43,924 (+)

50 51 54

IMGVR_UViG_3300045988_161458|3300045988|Ga0495776_028697: 34,425-41,453 (+)

42

MGV-GENOME-0312372: 35,823-42,872 (+)

45 49

IMGVR_UViG_3300045988_150894|3300045988|Ga0495776_010248: 36,557-44,061 (+)

37 39 43

IMGVR_UViG_3300045988_121776|3300045988|Ga0495776_008760: 36,131-42,695 (+)

47 48

IMGVR_UViG_3300045988_129547|3300045988|Ga0495776_098208: 35,328-41,554 (+)

45

MGV-GENOME-0301240: 34,113-40,582 (+)

45

uvig_47506: 36,689-42,922 (+)

48

Ma_2019_SRR413570_NODE_340_length_48380_cov_5.421645: 4,445-10,665 (-)

15

SAMN04571728_a1_ct13973: 37,939-44,467 (+)

47

MGV-GENOME-0305848: 36,689-42,447 (+)

47

MGV-GENOME-0311518: 35,745-42,135 (+)

43 44

uvig_234090: 3,189-10,619 (-)

13

uvig_105770: 35,399-42,317 (+)

45

uvig_590422: 37,210-44,416 (+)

49 50

uvig_200228: 13,639-20,588 (+)

27 28

SAMN11252269_a1_ct8688: 36,756-44,006 (+)

49 50

MGV-GENOME-0196794: 6,085-13,032 (-)

20

IMGVR_UViG_3300045988_151605|3300045988|Ga0495776_097799: 35,836-42,783 (+)

44

IMGVR_UViG_3300045988_169817|3300045988|Ga0495776_008793: 35,913-42,777 (+)

45

MGV-GENOME-0307181: 34,913-41,150 (+)

42

Minot_Diet_SRR5088939_NODE_20_length_52024_cov_57.143951: 37,411-44,180 (+)

44 46

uvig_156883: 4,999-11,755 (-)

1419

MGV-GENOME-0296856: 36,131-42,887 (+)

50

MGV-GENOME-0312431: 37,049-43,527 (+)

49 50

MGV-GENOME-0264218: 4,400-10,878 (-)

1415

IMGVR_UViG_3300029485_000004|3300029485|Ga0244147_100430: 36,826-43,763 (+)

48 49

uvig_294484: 37,461-43,969 (+)

48 49

IMGVR_UViG_3300045988_138046|3300045988|Ga0495776_008815: 36,689-43,392 (+)

48 49

OTU_994: 38,524-45,445 (+)

47

IMGVR_UViG_3300045988_141157|3300045988|Ga0495776_008729: 36,033-42,368 (+)

45 46

IMGVR_UViG_3300045988_126445|3300045988|Ga0495776_144443: 36,424-42,515 (+)

48 49

MGV-GENOME-0312775: 36,737-43,705 (+)

acyl carrier protein (CDS_0046) 48

uvig_140713: 36,632-44,008 (+)

48

MGV-GENOME-0210252: 5,092-12,038 (-)

141516

IMGVR_UViG_3300045988_122602|3300045988|Ga0495776_078294: 36,225-43,425 (+)

48 49 50 51

MGV-GENOME-0314164: 36,886-44,627 (+)

47

IMGVR_UViG_3300045988_149647|3300045988|Ga0495776_095276: 36,886-44,837 (+)

47

SRS016018_a1_ct12463_vs1: 36,886-44,484 (+)

41 47

MGV-GENOME-0310798: 37,923-44,142 (+)

47

IMGVR_UViG_3300045988_095707|3300045988|Ga0495776_047444: 37,859-44,326 (+)

47

uvig_470876: 39,202-45,572 (+)

41 47

IMGVR_UViG_3300045988_138667|3300045988|Ga0495776_000276: 37,725-44,207 (+)

46 52 54

MGV-GENOME-0312503: 35,967-42,735 (+)

36 42

uvig_62384: 34,106-40,466 (+)

43

MGV-GENOME-0312988: 36,874-42,790 (+)

40 41

MGV-GENOME-0311372: 36,557-43,532 (+)

43

IMGVR_UViG_3300045988_158121|3300045988|Ga0495776_057865: 37,427-43,323 (+)

47

IMGVR_UViG_3300029576_000008|3300029576|Ga0245100_100480: 36,073-42,041 (+)

43

uvig_147915: 32,742-39,077 (+)

41

IMGVR_UViG_3300045988_110274|3300045988|Ga0495776_008807: 35,116-42,630 (+)

40 47

uvig_206712: 35,167-41,397 (+)

45

MGV-GENOME-0195861: 12,898-19,731 (+)

25

IMGVR_UViG_3300045988_165466|3300045988|Ga0495776_159266: 34,561-40,968 (+)

44

uvig_569808: 13,036-18,791 (+)

24

IMGVR_UViG_3300045988_119008|3300045988|Ga0495776_047445: 34,430-41,233 (+)

49 52

MGV-GENOME-0314175: 36,490-42,793 (+)

anti-Thoeris (APIS070) (CDS_0045)

IMGVR_UViG_3300045988_133259|3300045988|Ga0495776_018694: 33,840-40,675 (+)

anti-Thoeris (APIS070) (CDS_0040)
41

SAMEA2737774_a1_ct39412: 36,099-43,517 (+)

40 46 52

IMGVR_UViG_3300045988_162145|3300045988|Ga0495776_000905: 37,005-42,792 (+)

44 46

IMGVR_UViG_3300029564_000012|3300029564|Ga0244919_100660: 36,911-43,782 (+)

47

IMGVR_UViG_3300045988_105788|3300045988|Ga0495776_116937: 34,458-40,510 (+)

44

MGV-GENOME-0311593: 34,442-41,649 (+)

38 43

IMGVR_UViG_3300045988_133328|3300045988|Ga0495776_006364: 33,666-40,562 (+)

45

IMGVR_UViG_3300045988_125318|3300045988|Ga0495776_000877: 35,647-42,224 (+)

47

MGV-GENOME-0311105: 35,345-42,745 (+)

43 47 49

IMGVR_UViG_3300045988_164368|3300045988|Ga0495776_068981: 35,345-42,745 (+)

47

IMGVR_UViG_3300045988_169773|3300045988|Ga0495776_058069: 35,890-43,215 (+)

51 52

uvig_80639: 34,804-42,124 (+)

49

uvig_418246: 34,821-42,796 (+)

46 47 48

uvig_380939: 35,576-42,391 (+)

40 45

IMGVR_UViG_3300045988_133688|3300045988|Ga0495776_010460: 34,892-40,932 (+)

nucleotide kinase (CDS_0034) 39

MGV-GENOME-0288671: 33,534-41,817 (+)

40 44 45

uvig_458933_: 35,408-43,626 (+)

44 48 50 51

uvig_225691: 35,802-43,056 (+)

44 DS-4__DS-4A (CDS_0045)

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) anti-defence (dbAPIS) AMR (AMRFinderPlus)


