
uvig_234090: 7,646-14,306 (+)

15 16 17 18 19 20 21
nucleotide kinase (CDS_0022)

23 DNA helicase (CDS_0024)
HNH endonuclease (CDS_0025)

26 27 28

IMGVR_UViG_3300045988_138667|3300045988|Ga0495776_000276: 34,506-41,836 (-)

nucleotide kinase (CDS_0043)465152
DS-4__DS-4A (CDS_0053)

IMGVR_UViG_3300045988_122602|3300045988|Ga0495776_078294: 28,253-38,919 (-)

anti-TA (APIS117) (CDS_0031)DNA helicase (CDS_0032)37
nucleotide kinase (CDS_0039)
41

OTU_1439: 7,969-16,810 (+)

22 nucleotide kinase (CDS_0024)

uvig_37497: 8,604-16,046 (+)

nucleotide kinase (CDS_0022) 23 26

uvig_438654: 19,626-25,934 (-)

2934

uvig_380939: 33,332-40,619 (-)

39404145

SAMN05827083_a1_ct371: 34,298-41,107 (-)

42

uvig_314050: 32,567-39,241 (-)

37

IMGVR_UViG_3300045988_110283|3300045988|Ga0495776_018686: 30,700-37,486 (-)

3537

Ma_2019_SRR341686_NODE_233_length_48754_cov_5.572866: 31,774-38,842 (-)

endonuclease3739

IMGVR_UViG_3300045988_133259|3300045988|Ga0495776_018694: 31,596-39,059 (-)

36anti-Thoeris (APIS070) (CDS_0040)41

IMGVR_UViG_3300045988_150894|3300045988|Ga0495776_010248: 34,313-41,397 (-)

3943

IMGVR_UViG_3300045988_167453|3300045988|Ga0495776_047538: 32,319-39,385 (-)

40

IMGVR_UViG_3300045988_121776|3300045988|Ga0495776_008760: 33,437-40,523 (-)

4148

SAMN10080913_a1_ct4952_vs1: 35,858-42,481 (-)

3946

IMGVR_UViG_3300045988_119008|3300045988|Ga0495776_047445: 31,957-38,901 (-)

43

uvig_519466: 32,790-38,899 (-)

353641

MGV-GENOME-0313155: 34,280-40,771 (-)

4042

MGV-GENOME-0288671: 30,438-36,330 (-)

3336

IMGVR_UViG_3300008705_000007|3300008705|Ga0113869_1000339: 37,099-43,587 (-)

394244

IMGVR_UViG_3300045988_169817|3300045988|Ga0495776_008793: 32,654-39,142 (-)

38

MGV-GENOME-0312503: 33,360-40,478 (-)

36

uvig_62384: 31,499-38,209 (-)

37

MGV-GENOME-0195861: 10,291-17,115 (-)

1820

IMGVR_UViG_3300045988_165466|3300045988|Ga0495776_159266: 31,954-38,352 (-)

38

SRS016018_a1_ct12463_vs1: 33,795-40,492 (-)

3941

IMGVR_UViG_3300029485_000004|3300029485|Ga0244147_100430: 33,571-40,375 (-)

40

IMGVR_UViG_3300029588_000010|3300029588|Ga0245111_1000458: 32,892-39,196 (-)

40

SRS013638_a1_ct18015_vs1: 33,350-39,491 (-)

37

uvig_539020: 35,444-42,137 (-)

4043

IMGVR_UViG_3300045988_122885|3300045988|Ga0495776_078343: 35,444-42,098 (-)

40

IMGVR_UViG_3300045988_154908|3300045988|Ga0495776_000581: 34,571-41,547 (-)

3942

IMGVR_UViG_3300045988_110274|3300045988|Ga0495776_008807: 32,122-40,166 (-)

3540

uvig_242780: 33,846-40,700 (-)

HNH endonuclease (CDS_0034)39

uvig_140713: 33,688-39,981 (-)

40

MGV-GENOME-0210252: 8,770-14,656 (+)

22

uvig_230329: 32,787-39,212 (-)

39

MGV-GENOME-0315111: 32,884-39,724 (-)

38

MGV-GENOME-0314219: 33,946-40,394 (-)

40

SAMEA2737774_a1_ct39412: 33,401-40,020 (-)

40

uvig_242479: 33,571-40,305 (-)

39

MGV-GENOME-0313673: 33,711-40,498 (-)

38

MGV-GENOME-0311518: 32,657-38,776 (-)

36

MGV-GENOME-0311539: 31,821-38,269 (-)

38

MGV-GENOME-0308491: 31,696-37,787 (-)

37

IMGVR_UViG_3300045988_128179|3300045988|Ga0495776_010184: 32,293-38,597 (-)

36

MGV-GENOME-0279821: 24,725-30,647 (-)

29

MGV-GENOME-0314894: 34,248-40,903 (-)

4144

uvig_248662: 32,147-37,981 (-)

40

MGV-GENOME-0309526: 33,900-39,644 (-)

36

MGV-GENOME-0312775: 33,790-40,397 (-)

40acyl carrier protein (CDS_0046)

MGV-GENOME-0310256: 33,256-39,894 (-)

41

IMGVR_UViG_3300045988_162145|3300045988|Ga0495776_000905: 34,389-40,535 (-)

4044

MGV-GENOME-0196794: 9,763-16,002 (+)

27

MGV-GENOME-0313178: 32,866-39,160 (-)

3738

MGV-GENOME-0219148: 9,929-16,620 (+)

27

uvig_378344: 19,807-25,370 (-)

28

MGV-GENOME-4389711: 7,895-13,516 (+)

22

IMGVR_UViG_3300045988_145116|3300045988|Ga0495776_058181: 32,969-39,082 (-)

37

Minot_Diet_SRR5088939_NODE_20_length_52024_cov_57.143951: 34,302-40,502 (-)

39

uvig_458933_: 32,864-40,327 (-)

37

MGV-GENOME-0314175: 33,941-40,343 (-)

40

MGV-GENOME-0307181: 31,877-37,490 (-)

36

IMGVR_UViG_3300045988_126445|3300045988|Ga0495776_144443: 32,771-39,210 (-)

42

IMGVR_UViG_3300045988_121803|3300045988|Ga0495776_068872: 30,649-37,387 (-)

3339

uvig_569808: 10,061-16,553 (-)

19

IMGVR_UViG_3300029487_000014|3300029487|Ga0244179_100330: 35,628-42,571 (-)

4244

IMGVR_UViG_3300045988_123837|3300045988|Ga0495776_097211: 32,931-39,938 (-)

36

MGV-GENOME-0311593: 32,101-39,896 (-)

37383943

IMGVR_UViG_3300045988_133328|3300045988|Ga0495776_006364: 31,255-38,809 (-)

404145

IMGVR_UViG_3300045988_125318|3300045988|Ga0495776_000877: 33,447-40,471 (-)

424347

uvig_225691: 33,603-41,614 (-)

3940DS-4__DS-4A (CDS_0045)4647

IMGVR_UViG_3300045988_092037|3300045988|Ga0495776_010196: 33,603-40,749 (-)

3940

uvig_156883: 6,752-13,035 (+)

14 18 19

MGV-GENOME-0296856: 34,851-41,134 (-)

4546

SAMN06164903_a1_ct10564: 28,666-39,041 (-)

3334383940

IMGVR_UViG_3300045988_169773|3300045988|Ga0495776_058069: 35,039-40,675 (-)

475152

uvig_80639: 32,511-39,584 (-)

43

uvig_418246: 32,526-40,256 (-)

42464748

IMGVR_UViG_3300045988_172164|3300045988|Ga0495776_010651: 35,173-41,310 (-)

4349

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


