
MGV-GENOME-0305848: 23,067-28,026 (+)

22 23
amidase (CDS_0024)

25 26 27 exonuclease (CDS_0028)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0029)

uvig_470876: 26,319-31,810 (+)

24 26

MGV-GENOME-0310798: 24,242-30,019 (+)

24 26

IMGVR_UViG_3300045988_122602|3300045988|Ga0495776_078294: 16,665-28,032 (+)

16 17 18 19 20 21 24

IMGVR_UViG_3300045988_094042|3300045988|Ga0495776_095627: 17,025-28,926 (+)

16 21 23 24

uvig_294484: 17,025-31,178 (+)

23 24
tRNA-Undet(NNN)

anti-TA (APIS117) (CDS_0030)

uvig_519466: 22,985-33,086 (+)

23 28 DNA helicase (CDS_0032) 33 34

IMGVR_UViG_3300045988_158121|3300045988|Ga0495776_057865: 24,926-35,113 (+)

31 37

IMGVR_UViG_3300045988_119008|3300045988|Ga0495776_047445: 21,973-31,887 (+)

29 34 36

MGV-GENOME-0314175: 24,388-34,243 (+)

28

IMGVR_UViG_3300045988_125318|3300045988|Ga0495776_000877: 23,596-33,377 (+)

28 33

IMGVR_UViG_3300045988_165466|3300045988|Ga0495776_159266: 22,038-32,247 (+)

26

IMGVR_UViG_3300045988_172722|3300045988|Ga0495776_000892: 24,694-29,752 (+)

23

IMGVR_UViG_3300045988_132770|3300045988|Ga0495776_058089: 22,732-34,879 (+)

28 29 33 37

OTU_1439: 12,222-24,680 (-)

HNH endonuclease (CDS_0031)
nucleoside 2-deoxyribosyltransferase (CDS_0034)

35

uvig_156883: 13,037-24,752 (-)

27nucleoside 2-deoxyribosyltransferase (CDS_0032)33

MGV-GENOME-0296856: 23,134-34,849 (+)

31 32

MGV-GENOME-0232222: 14,807-24,615 (-)

3233

uvig_45976_: 10,902-20,586 (-)

nucleoside 2-deoxyribosyltransferase (CDS_0027)2830

IMGVR_UViG_3300045988_162145|3300045988|Ga0495776_000905: 24,522-36,200 (+)

29

IMGVR_UViG_3300045988_151605|3300045988|Ga0495776_097799: 23,079-34,604 (+)

26

SAMN11252269_a1_ct8688: 23,067-35,524 (+)

29 nucleoside 2-deoxyribosyltransferase (CDS_0030) HNH endonuclease (CDS_0037)

uvig_80639: 22,916-33,950 (+)

30 32

IMGVR_UViG_3300045988_164368|3300045988|Ga0495776_068981: 22,863-33,053 (+)

30

SAMN10408170_a1_ct1652: 10,009-21,268 (+)

18 23

uvig_472661: 21,125-32,545 (+)

25

MGV-GENOME-0264218: 12,110-23,381 (-)

33

uvig_147915: 20,025-31,937 (+)

24

uvig_205531: 21,502-33,216 (+)

26

uvig_202758: 23,666-35,551 (+)

31

IMGVR_UViG_3300029588_000010|3300029588|Ga0245111_1000458: 23,466-34,694 (+)

28

IMGVR_UViG_3300045988_149028|3300045988|Ga0495776_069210: 24,375-36,050 (+)

24 30

uvig_593049: 22,739-34,238 (+)

27 34

IMGVR_UViG_3300045988_110274|3300045988|Ga0495776_008807: 22,554-34,311 (+)

28 35

IMGVR_UViG_3300045988_138046|3300045988|Ga0495776_008815: 23,632-35,552 (+)

DruK_00002 PD-(D/E)XK (CDS_0027) 28 29

MGV-GENOME-0311518: 22,005-32,959 (+)

23

IMGVR_UViG_3300045988_105788|3300045988|Ga0495776_116937: 21,771-31,980 (+)

25

IMGVR_UViG_3300045988_130649|3300045988|Ga0495776_008761: 24,443-34,977 (+)

29

uvig_590422: 23,819-34,565 (+)

28 nucleoside 2-deoxyribosyltransferase (CDS_0029) 34

IMGVR_UViG_3300029564_000012|3300029564|Ga0244919_100660: 23,811-34,515 (+)

28 34

IMGVR_UViG_3300045988_172164|3300045988|Ga0495776_010651: 22,711-33,081 (+)

27

uvig_276472: 22,744-34,501 (+)

25 31

IMGVR_UViG_3300045988_144860|3300045988|Ga0495776_058226: 22,304-33,161 (+)

22 26 31

IMGVR_UViG_3300045988_141850|3300045988|Ga0495776_069086: 22,403-32,655 (+)

25

SAMEA2737774_a1_ct39412: 23,076-33,694 (+)

27

IMGVR_UViG_3300045988_161458|3300045988|Ga0495776_028697: 21,459-31,741 (+)

23

IMGVR_UViG_3300045988_076122|3300045988|Ga0495776_077975: 21,836-32,867 (+)

26

IMGVR_UViG_3300045988_093347|3300045988|Ga0495776_028229: 21,869-31,899 (+)

24

uvig_105770: 21,979-32,658 (+)

exonuclease (CDS_0026)

uvig_150805: 21,649-31,678 (+)

24 30

IMGVR_UViG_3300045988_122054|3300045988|Ga0495776_010217: 21,649-31,678 (+)

24

MGV-GENOME-0219148: 19,439-26,337 (-)

43

IMGVR_UViG_3300045988_145442|3300045988|Ga0495776_028624: 21,360-33,121 (+)

23 anti-TA (APIS117) (CDS_0026) 27

uvig_241440: 17,591-25,210 (-)

3640

MGV-GENOME-0196794: 18,821-26,333 (-)

3842

uvig_378344: 8,923-16,236 (+)

10 12

MGV-GENOME-4424898: 22,853-35,335 (+)

27

uvig_206712: 21,896-32,229 (+)

26

5000 nt

DNA, RNA and nucleotide metabolism lysis unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene


