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MGV-GENOME-0312372:45,160-50,795 (+); 1-4,793 (+)

N
w

IMGVR_UVIG_3300045988_110274|3300045988|Ga0495776_008807: 47,624-50,988 (+); 1-5,983 (+)
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IMGVR_UViG_3300045988_138046|3300045988|Ga0495776_008815:47,748-51,046 (+); 1-5,971 (+)
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HNH endonuclease (CDS_0002)
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IMGVR _UViG_3300045988 121776|3300045988|Ga0495776_008760:47,398-50,734 (+); 1-6,363 (+)
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MGV-GENOME-0313673:47,987-51,322 (+); 1-6,371 (+)
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terminase large subunit (CDS_0001)
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IMGVR_UViG_3300045988_141157|3300045988|Ga0495776_008729:47,623-50,631 (+); 1-4,409 (+)
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65

I o
uvig_23513:47,076-50,361 (+); 1-5,035 (+)

HEase_00016 homing (CDS_0060)
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IMGVR_UViG_3300045988_092037|3300045988|Ga0495776_010196:46,426-50,124 (+); 1-6,327 (+)
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5657 protease (CDS_0064) terminase large subunit (CDS_0001)
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terminase large subunit (CDS_0001) 2
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virion structural protein (CDS_0009)
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IMGVR_UViG_3300029487_000014|3300029487]Ga0244179_100330:47,517-52,634 (+); 1-6,171 (+)
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DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC)
I




