
IMGVR_UViG_3300045988_151249|3300045988|Ga0495776_008733: 45,360-50,650 (+); 1-5,024 (+)

terminase large subunit (CDS_0001)
2 3

major head protein (CDS_0004)

5
portal protein (CDS_0006)

760 61 62 63 64 65 66 67

HNH endonuclease (CDS_0068)

MGV-GENOME-0314219: 46,394-51,556 (+); 1-5,013 (+)

60 65 HNH endonuclease (CDS_0067)

uvig_294484: 46,794-52,077 (+); 1-4,383 (+)

64 65 67

IMGVR_UViG_3300029576_000008|3300029576|Ga0245100_100480: 44,322-50,248 (+); 1-6,178 (+)

terminase large subunit (CDS_0001)55 61 63

MGV-GENOME-0311518: 44,951-50,474 (+); 1-6,941 (+)

terminase large subunit (CDS_0001) virion structural protein (CDS_0006)59 61
HNH endonuclease (CDS_0063)

uvig_80639: 44,195-49,139 (+); 1-5,963 (+)

2 360 HNH endonuclease (CDS_0064)

MGV-GENOME-0311920: 45,690-50,625 (+); 1-6,358 (+)

HNH endonuclease (CDS_0002)65

IMGVR_UViG_3300045988_133259|3300045988|Ga0495776_018694: 42,957-48,312 (+); 1-6,654 (+)

HNH endonuclease (CDS_0002)

uvig_539020: 46,570-51,412 (+); 1-6,116 (+)

262

MGV-GENOME-0312431: 45,089-50,820 (+); 1-5,990 (+)

264

uvig_197089: 46,778-51,383 (+); 1-6,337 (+)

HNH endonuclease (CDS_0002)
HNH endonuclease (CDS_0003)

MGV-GENOME-0312372: 45,160-50,795 (+); 1-4,793 (+)

58 59 63

IMGVR_UViG_3300045988_110274|3300045988|Ga0495776_008807: 47,624-50,988 (+); 1-5,983 (+)

2 3

uvig_205531: 45,931-49,390 (+); 1-5,972 (+)

2 361

IMGVR_UViG_3300045988_138046|3300045988|Ga0495776_008815: 47,748-51,046 (+); 1-5,971 (+)

2 3

MGV-GENOME-0311486: 47,376-50,464 (+); 1-5,990 (+)

2 3

MGV-GENOME-0317937: 49,879-53,187 (+); 1-6,065 (+)

263

IMGVR_UViG_3300045988_121776|3300045988|Ga0495776_008760: 47,398-50,734 (+); 1-6,363 (+)

HNH endonuclease (CDS_0002)
3

MGV-GENOME-0313673: 47,987-51,322 (+); 1-6,371 (+)

HNH endonuclease (CDS_0002)
3

IMGVR_UViG_3300045988_125318|3300045988|Ga0495776_000877: 46,721-51,292 (+); 1-7,118 (+)

terminase large subunit (CDS_0001) 2HNH endonuclease (CDS_0066)

uvig_314050: 46,215-49,656 (+); 1-7,148 (+)

terminase large subunit (CDS_0001) 2

IMGVR_UViG_3300045988_169817|3300045988|Ga0495776_008793: 47,308-50,908 (+); 1-6,939 (+)

terminase large subunit (CDS_0001)

uvig_106275: 45,369-50,428 (+); 1-5,368 (+)

terminase large subunit (CDS_0001)
265

MGV-GENOME-0314175: 47,632-51,537 (+); 1-4,815 (+)

64 HNH endonuclease (CDS_0067)

uvig_207767: 47,175-51,046 (+); 1-4,812 (+)

63 HNH endonuclease (CDS_0066)

MGV-GENOME-0312675: 46,534-50,917 (+); 1-5,332 (+)

4protease (CDS_0069) HNH endonuclease (CDS_0070)

MGV-GENOME-0313185: 47,937-51,113 (+); 1-4,382 (+)

63

IMGVR_UViG_3300045988_110283|3300045988|Ga0495776_018686: 44,582-48,281 (+); 1-4,812 (+)

2HNH endonuclease (CDS_0062)

uvig_153154_: 44,527-48,281 (+); 1-4,812 (+)

HNH endonuclease (CDS_0062)

IMGVR_UViG_3300045988_139883|3300045988|Ga0495776_000251: 48,342-52,296 (+); 1-4,809 (+)

66 HNH endonuclease (CDS_0069)

uvig_206712: 47,174-50,768 (+); 1-5,389 (+)

HNH endonuclease (CDS_0002)HNH endonuclease (CDS_0066)

uvig_308353: 47,216-50,932 (+); 1-4,812 (+)

HNH endonuclease (CDS_0066)

IMGVR_UViG_3300045988_128179|3300045988|Ga0495776_010184: 46,952-50,089 (+); 1-4,383 (+)

64

IMGVR_UViG_3300045988_141157|3300045988|Ga0495776_008729: 47,623-50,631 (+); 1-4,409 (+)

66

IMGVR_UViG_3300045988_133688|3300045988|Ga0495776_010460: 46,602-49,882 (+); 1-5,011 (+)

protease (CDS_0062)

IMGVR_UViG_3300045988_122054|3300045988|Ga0495776_010217: 46,849-50,226 (+); 1-4,383 (+)

65

MGV-GENOME-0311593: 47,162-50,500 (+); 1-6,342 (+)

HNH endonuclease (CDS_0002)

uvig_519466: 47,554-50,798 (+); 1-4,425 (+)

65 66

uvig_248982: 48,969-52,254 (+); 1-5,091 (+)

portal protein (CDS_0006)71

uvig_23513: 47,076-50,361 (+); 1-5,035 (+)

65

IMGVR_UViG_3300045988_092037|3300045988|Ga0495776_010196: 46,426-50,124 (+); 1-6,327 (+)

HNH endonuclease (CDS_0002)59
HEase_00016 homing (CDS_0060)

MGV-GENOME-0312564: 46,472-50,877 (+); 1-5,441 (+)

563 HNH endonuclease (CDS_0068)

IMGVR_UViG_3300045988_154908|3300045988|Ga0495776_000581: 45,250-51,859 (+); 1-7,444 (+)

terminase large subunit (CDS_0001)56 57 protease (CDS_0064)

IMGVR_UViG_3300045988_150894|3300045988|Ga0495776_010248: 44,058-50,407 (+); 1-7,151 (+)

terminase large subunit (CDS_0001) 2

MGV-GENOME-0310256: 43,400-50,019 (+); 1-8,437 (+)

terminase large subunit (CDS_0001) 2 6 7
virion structural protein (CDS_0009)

HNH endonuclease (CDS_0062)

IMGVR_UViG_3300045988_137319|3300045988|Ga0495776_000844: 44,282-51,104 (+); 1-4,717 (+)

62

MGV-GENOME-0313155: 44,282-51,104 (+); 1-4,717 (+)

62

IMGVR_UViG_3300045988_172722|3300045988|Ga0495776_000892: 45,091-51,360 (+); 1-4,826 (+)

56 HNH endonuclease (CDS_0060)

IMGVR_UViG_3300045988_172164|3300045988|Ga0495776_010651: 42,547-49,190 (+); 1-5,952 (+)

255

MGV-GENOME-0314894: 46,680-51,854 (+); 1-4,406 (+)

60 65 66 67

IMGVR_UViG_3300045988_097623|3300045988|Ga0495776_010481: 44,910-50,021 (+); 1-4,406 (+)

63 64

IMGVR_UViG_3300029487_000014|3300029487|Ga0244179_100330: 47,517-52,634 (+); 1-6,171 (+)

65 66

6000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC)


