virion structural protein (CDS_0050) virion structural protein (CDS_0056)
tail protein (CDS_0052) virion structural protein (CDS_0054)
51 53 55 57 portal protein (CDS_0058) 59 major head protein (CDS_0060)

3
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!

uvig 156883:36,401-45,350 (+)

i

uvig_470876:1,833-10,874 (-)

%

uvig 106275:1,419-10,370 (-)
virion structural protein (CDS_0015)
tail length tape measure protein (CDS_0016) virion structural protein (CDS_0014) 9

. I B, e e v W—
IMGVR_UViG_3300045988_151249|3300045988|Ga0495776_008733:2,045-15,037 (-)

7

IMGVR_UViG_3300045988_097623|3300045988|Ga0495776_010481: 1,839-14,804 (-)

terminase large subunit (CDS_0001)
portal protein (CDS_0006) 2 71 70

uvig_248982:1-9,199 (-); 51,235-52,254 (-)
55 major head protein (CDS_0060)

M. 2019 SRRA135/0_NODE 340, length 48380 cov. 5421645 43.448.48,380 (+)
4 HNH endonuclease (CDS_0070) protease (CDS_0069)

MGV-GENOME-0312675:1-7,524 (-); 49,175-50,917 (-)

l w

I
MGV-GENOME-0307181: 1-7,334 (-)
HNH endonuclease (CDS_0068)
5 HNH endonuclease (CDS_0002)

\
\
i
|
|
!{
|

MGV-GENOME-0312564:1-9,070 (-); 49,540-50,877 (-)

e 5 ] ES—
IMGVR_UViG_3300029485_000004|3300029485|Ga0244147_100430: 1-6,120 (-)
2

[ ]
IMGVR_UViG_3300045988_122885[3300045988|Ga0495776_078343:1-6,116 (-)
3 2

—
MGV-GENOME-0308800: 1-5,963 (-)

—
MGV-GENOME-0309778:1-5,952 (-)

s 5 v W W W
IMGVR_UViG_3300029747_000020|3300029747|Ga0245228_100750: 1-5,972 (-)
2

— 1
Ma_2019_SRR341686_NODE_233_length_48754 _cov_5.572866:1-5,976 (-)
3 2

- -
IMGVR_UViG_3300045988_077396|3300045988|Ga0495776_047119:1-5,993 (-)
4 2

I S —
IMGVR _UViG_3300029588 000010|3300029588|Ga0245111 1000458: 1-6,309 (-)
HNH endonuclease (CDS_0002)

MGV-GENOME-0305848: 1-6,365 (-)
3 HNH endonuclease (CDS_0002)

MGV-GENOME-0296856: 1-6,485 (-)
3 HNH endonuclease (CDS_0002)

I
MGV-GENOME-0312775:1-6,347 (-)
HNH endonuclease (CDS_0002) terminase large subunit (CDS_0001)

I | T
uvig_230329:1-5,588 (-)
32
| I

I
MGV-GENOME-0288671:1-6,113 (-)
HNH endonuclease (CDS_0003)

I%

uvig_152363_:1-6,371 (-)
terminase large subunit (CDS_0001)

MGV-GENOME-0312195:1-6,939 (-)
HNH endonuclease (CDS_0002) terminase large subunit (CDS_0001)

N
MGV-GENOME-0309526: 1-7,493 (-)
2 terminase large subunit (CDS_0001)

I
uvig_242780:1-7,139 (-)
2 terminase large subunit (CDS_0001)

E— ! S —
SAMNO05827083_al ct371:1-7,125 (-)

3 2 terminase large subunit (CDS_0001)

SAMN10408170_a1_ct1652: 1-7,138 (-)
2 terminase large subunit (CDS_0001)

| e ! I
IMGVR_UViG_3300045988_115548|3300045988|Ga0495776_057948: 1-6,944 (-)
2 terminase large subunit (CDS_0001)

—— e —
SRS013638_al ct18015_vs1:1-7,271 ()

2 terminase large subunit (CDS_0001)

MGV-GENOME-0312503:1-7,575 (-)
5000 nt !
DNA, RNA and nucleotide metabolism head and packaging other tail unknown function
I —_— N




