PDC-S10_WP_152022085.1 (CDS_0043)
DNA methyltransferase (CDS_0047) HNH endonuclease (CDS_0051)
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IMGVR_UViG_3300045988_170431|3300045988|Ga0495776_166552:37,838-43,410 (+)

44 48
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IMGVR_UViG_3300045988_150353|3300045988|Ga0495776_075654:39,182-44,762 (+)
45 49 51 RNA ligase (CDS_0052)
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MGV-GENOME-0369384: 40,335-46,271 (+)

43 44 46 SspBCDE__SspD_2 (CDS_0049)
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I
IMGVR_UViG_3300008077_000449|3300008077|Ga0105964_1000015|45413-153577: 37.617-44,108 (+)
44

KK | K@ e e

uvig_253351:36,779-41,821 (+)

51
50 [ 53 RNA ligase (CDS_0054) 1
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uvig_489639 _:40,781-48,977 (+)
RNA ligase (CDS_0051)
49 RNA ligase (CDS_0050)
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—
uvig_201573:39,458-47,672 (+)
48 50 RNA ligase (CDS_0051)
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——
MGV-GENOME-0379006: 37,021-43,611 (+)
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uvig 161481:36,749-44,231 (+)

DNA methyltransferase (CDS_0051)
50 52 RNA ligase (CDS_0053)
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uvig 546173:38,722-45,686 (+)

47 52
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——
SRS015453_al ct43914_vs1:38,349-45,948 (+)

51 58

CaEaET K (K < K < K

I
IMGVR_UViG_3300045988_159393|3300045988|Ga0495776_016434:40,980-48,076 (+)
49 50 51 6
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—
MGV-GENOME-0379939: 37,661-44,996 (+)

56 SspBCDE__SspD_2 (CDS_0057)

I I
SAMEA1906522 al ct170901 vs1:42,618-49,362 (+)
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DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)




