DHH phosphoesterase (CDS_0132) tRNA-Met(CAT)
128129130 131 133 134 135 136 137 138 139 140 141 T retron_II-A1 (CDS_0142) CBASS_AG_E1_ThiF ThiF family (CDS_0143)
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IMGVR_UViG_3300045988_163483|3300045988|Ga0495776_166570:86,494-94,573 (+)
DHH phosphoesterase (CDS_0132)
131 133 134 135 136 137
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MGV-GENOME-0379939:86,494-94,573 (+)

major head protein (CDS_0114)  DHH phosphoesterase (CDS_0119)
111 112 113 115 120121 122 123 124 128
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Minot_Diet_SRR5088942_NODE_3_length_102439_cov_744.499170:72,217-82,968 (+)

DHH phosphoesterase (CDS_0130)
131 132
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IMGVR_UViG_3300029719 000298|3300029719|Ga024517% 1000037|58952-166657:78,484-86,244 (+)
DHH phosphoesterase (CDS_0126)
125 127 128 129 130 131 135
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MGV-GENOME-0369788:79,343-88,009 (+)

DHH phosphoesterase (CDS_0126)
120 125 127 128 129 130 131
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MGV-GENOME-0369384: 79,065-86,800 (+)

DHH phosphoesterase (CDS_0127) 130
123 128 129 | 131

uvig_546173:79,805-87,569 (+)
DHH phosphoesterase (CDS_0123) 126
124 125 [ 127

MGV-GENOME-0379006: 76,765-84,529 (+)

DNA ligase (CDS_0133)
DHH phosphoesterase(CDS,0132) 134 135136 137
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SAMEA1906522 al ct170901 vs1:88,930-97,214 (+)

DNA ligase (CDS_0123)
ATPase (CDS_0116) DHH phosphoesterase(CDS,OiZZ) 124 125126 127
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IMGVR_UViG_3300045988_159393|3300045988|Ga0495776_016434:82,365-91,430 (+)
DHH phosphoesterase (CDS_0121)
DNA ligase (CDS_0122)
120 123 124125 126 130 Type_V_V_U3 Cas12 (CDS_0132)
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IMGVR_UViG_3300045988_155689|3300045988|Ga0495776_016403:80,178-91,566 (+)
DHH phosphoesterase (CDS_0129)
DNA ligase (CDS_0130)
128 131 132133 134
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uvig_556062:79,881-89,795 (+)

DHH phosphoesterase (CDS_0128)
DNA ligase (CDS_0129)
127 130 131132 133 137
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uvig_554167:79,858-89,963 (+)

major head protein (CDS_0119)
DHH phosphoesterase (CDS_0125)
major head protein (CDS_0118) 124 126 127 128 129

SRS015453 al ct43914 vs1:83,729-92,800 (+)
DHH phosphoesterase (CDS_0115)
117
112113 114 116T118 119 120

MGV-GENOME-0369665:77,300-86,563 (+)

DHH phosphoesterase (CDS_0127)
119 121 126 128 129 130 131 132
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uvig_559943:76,631-84,100 (+)
DHH phosphoesterase (CDS_0139)
141
138 140 | 142
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uvig 550851:89,041-97,046 (+)

DHH phosphoesterase (CDS_0131)
133
130 132 | 134
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IMGVR_UViG_3300008077_000449|3300008077|Ga0105964_1000015(45413-153577:79,636-87,373 (+)

DHH phosphoesterase (CDS_0129)
131
128 130 | 132 139

IMGVR_UViG_3300045988_161731|3300045988|Ga0495776_141344:80,432-90,285 (+)
126
123 124 125 | 127
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IMGVR_UViG_3300045988_170431|3300045988|Ga0495776_166552:79,228-87,265 (+)

DNA ligase (CDS_0125) 128
123 124 126 127 | 129 133 134
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MGV-GENOME-0369470:77,426-86,389 (+)

DNA ligase (CDS_0125) 128
117 123 124 126 127 | 129
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IMGVR_UViG_3300045988_147522|3300045988|Ga0495776_017870:75,745-86,389 (+)

DHH phosphoesterase (CDS_0120)
112 113 114 117 121122 123

G G S GO G G G G000 o G G G G X G (5 (X s G

EHE N O E—
uvig_253043:72,636-81,785 (+)

120 121122 123
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uvig_253351:72,687-82,212 (+)
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