
IMGVR_UViG_3300045988_158774|3300045988|Ga0495776_074309: 65,968-70,987 (+)

86 87 88 89 90 91 92 93 94 95 96

MGV-GENOME-0379006: 62,581-67,597 (+)

92 93 94 95 96

uvig_546173: 65,081-71,779 (+)

93 94 95 96 97 99 100 101 102

uvig_550851: 77,564-80,685 (+)

106 107

uvig_559943: 65,133-72,523 (+)

94 95 96 97 98 101 102 103 104

uvig_253351: 60,570-65,055 (+)

83 84 86
87

88 89 90

uvig_489639_: 67,764-74,451 (+)

88 93 94 95 96 97 99 100 101 103 104

uvig_201573: 66,593-73,727 (+)

91 92 93 94 95 99

IMGVR_UViG_3300008077_000449|3300008077|Ga0105964_1000015|45413-153577: 65,679-72,740 (+)

97 98 99 100 101 102

MGV-GENOME-0369665: 61,683-68,951 (+)

81 82 83 84 85 86 helicase

uvig_161481: 66,328-73,424 (+)

94 95 96 97 98

SAMEA1906522_a1_ct170901_vs1: 70,143-83,816 (+)

98 99 100 102 103 104 105
106

107108 109 helicase (CDS_0113) 114 115 116
117

SRS015453_a1_ct43914_vs1: 67,352-74,434 (+)

96 97 98 99
100

101102 103

IMGVR_UViG_3300045988_155689|3300045988|Ga0495776_016403: 64,644-71,148 (+)

93 94 95 96 97 98 99 100

IMGVR_UViG_3300045988_150353|3300045988|Ga0495776_075654: 64,087-70,792 (+)

90 91 92 93 94 95 96

IMGVR_UViG_3300045988_159393|3300045988|Ga0495776_016434: 67,716-74,338 (+)

94 95 96 97 98

IMGVR_UViG_3300045988_163483|3300045988|Ga0495776_166570: 68,106-74,484 (+)

100 101 103 104 105 106 107

MGV-GENOME-0379939: 68,106-74,003 (+)

103 104 105 106 107

Minot_Diet_SRR5088942_NODE_3_length_102439_cov_744.499170: 61,831-67,145 (+)

91 92 93 94 95

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function


