
IMGVR_UViG_3300045988_159393|3300045988|Ga0495776_016434: 45,045-54,828 (+)

RNA ligase
54

SspBCDE__SspD_2 (CDS_0055)
56 57 58 59 60 61 62

MTase_II_00037 Type (CDS_0063)

anaerobic ribonucleotide reductase small subunit (CDS_0064)
anaerobic ribonucleoside reductase large subunit (CDS_0065)

HEase_00016 homing (CDS_0066)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0067)

68

uvig_253351: 39,984-48,284 (+)

HNH endonuclease (CDS_0049)
50 51 52 53 55 60 61

IMGVR_UViG_3300008077_000449|3300008077|Ga0105964_1000015|45413-153577: 41,201-49,023 (+)

54 55 56
57

58 59 60 63
RM_Type_II__Type_II_MTases_FAM_4 (CDS_0064)

67

IMGVR_UViG_3300045988_155689|3300045988|Ga0495776_016403: 41,429-52,523 (+)

53 54 55
56

57 58 59 60 anti-RM (APIS192) (CDS_0063)

MGV-GENOME-0369665: 38,110-46,521 (+)

38 RNA ligase (CDS_0039) 45 46 47
48

49 50 51 RM_Type_II__Type_II_MTases_FAM_4 (CDS_0053)

uvig_550851: 51,955-61,119 (+)

65 66 67 68 69 70 71 72

uvig_559943: 41,813-49,201 (+)

56 57 58 59 60 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0061)

IMGVR_UViG_3300045988_170431|3300045988|Ga0495776_166552: 41,573-50,788 (+)

54 55 56 57 58 59 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0060)

uvig_556062: 41,720-49,677 (+)

58 59 60 61 62 63

uvig_554167: 42,393-49,654 (+)

59 60 61 62

uvig_201573: 46,475-55,773 (+)

59 60 61 63
RM_Type_II__Type_II_MTases_FAM_4 (CDS_0064)

65

uvig_546173: 43,476-53,777 (+)

60 61 62 63 64 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0065) 70 anaerobic ribonucleoside reductase large subunit (CDS_0072)

MGV-GENOME-0369384: 44,434-54,263 (+)

59 60 61 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0062)

IMGVR_UViG_3300045988_157289|3300045988|Ga0495776_155657: 41,774-51,770 (+)

58 59 60 61 62 63 64
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0065)

MGV-GENOME-0379006: 41,774-51,770 (+)

58 59 60 61 62 63 64
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0065)

uvig_489639_: 45,350-54,029 (+)

62
63

64
MTase_II_00037 Type (CDS_0069)

70

MGV-GENOME-0379939: 41,226-52,370 (+)

56 59 60 61 62 63
DNA methyltransferase (CDS_0064)

65

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0066)

68

Minot_Diet_SRR5088942_NODE_3_length_102439_cov_744.499170: 38,541-44,930 (+)

54 55 56 57 58 62 63

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


