DNA methyltransferase replication initiation protein (CDS_0064)

HNH endonuclease (CDS_0063) DNA binding protein (CDS_0070)
57 58 59 60 6162 | 65 66 67 68 69 terminase large subunit (CDS_0001)
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MGV-GENOME-0274778:35,777-41,187 (+); 1-1,614 (+)
replication initiation protein (CDS_0061)
NH endonuclease (CDS_0060) 62 66
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MGVR_UViG_3300045988_031930|3300045988|Ga0495776_110990: 35,632-39,810 (+)

66 69
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MGVR_UViG_3300045988_013419|3300045988|Ga0495776_029000: 36,454-40,434 (+)
replication initiation protein (CDS_0063)
HNH endonuclease (CDS_0062) HNH endonuclease (CDS_0069)
59 | 64 66 70
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uvig_466796:35,057-40,712 (+); 1-1,614 (+)

replication initiation protein (CDS_0058) 62
I I 1} —
uvig_501739:33,084-36,519 (+)
replication initiation protein (CDS_0062) 63 HNH endonuclease (CDS_0067)

MGV-GENOME-0269446:35,534-40,155 (+)
replication initiation protein (CDS_0062) 63

i

OTU_2464:34,398-39,026 (+)
replication initiation protein (CDS_0047) 48

uvig_208165:23,829-28,281 (+)
replication initiation protein (CDS_0062)
63 67
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uvig_491153 :34,876-38,494 (+)

HNH endonuclease (CDS_0062) 63
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uvig 191755:34,187-37,796 (+)
terminase large subunit (CDS_0064)
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IMGVR_UViG_3300045988_032038|3300045988|Ga0495776_041442:33,997-37,893 (+)
HNH endonuclease (CDS_0064) 65
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IMGVR_UViG_3300045988 017768|3300045988|Ga0495776_162936:34,440-37,992 (+)

nucleotide kinase (CDS_0064)
66

S —
uvig_177030: 34,661-38,742 (+)

HNH endonuclease (CDS_0065)

i

I ]
uvig_189604:34,167-37,795 (+)

56 63 HNH endonuclease (CDS_0066) 2
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IMGVR_UViG_3300045988_042791|3300045988|Ga0495776_009946: 34,545-39,227 (+); 1-2,915 (+)
63

?

MGV-GENOME-0264412: 34,545-39,227 (+); 1-2,915 (+)
RusA-like Holliday junction resolvase (CDS_0056)
57 replication initiation protein (CDS_0063) 64

|
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MGV-GENOME-0269512: 35,555-40,180 (+); 1-3,046 (+)
replication initiation protein (CDS_0057) 58 59

MGV-GENOME-4415123:33,574-38,654 (+); 1-2,915 (+)

-_— I —
Shkoporov_2019_SRR9161501 NODE_232_length_38606_cov_27.455267: 34,004-38,606 (+); 1-3,046 (+)

HNH endonuclease (CDS_0067) head maturation protease (CDS_0003) 4 5 6

%

—— — I ————
IMGVR_UViG_3300045988_035205|3300045988|Ga0495776_007114:36,384-40,180 (+); 1-5,889 (+)

3000 nt i
DNA, RNA and nucleotide metabolism head and packaging other unknown function tRNA
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