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SAMNO06164400_a1_ct142277_vs1:12,350-21,485 (+)
15 20 21 22 24
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uvig 491153 :11,434-21,427 (+)

17 19 23 24

MGV-GENOME-0269446:11,555-21,923 (+)
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———— ————————————
IMGVR_UViG_3300045988 033443|3300045988|Ga0495776_018246:8,531-21,298 (+)
19 20 21
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MGV-GENOME-4415123:8,531-21,298 (+)
20 21 22 24
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uvig 189604: 11431-21,373 (+)
20 21 22 24
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Shkoporov_2019_SRR9161501_ NODE_232_length_38606_cov_27.455267: 11,577-21,534 (+)
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OTU_2464:12,228-21,351 (+)
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MGV-GENOME-0274778:11,327-21,425 (+)
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uvig 204952:11,555-21,557 (+)
15 20 21 22

|
uvig 466796: 11,451-22,001 (+)
21 Tos 26
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IMGVR_UViG_3300045988_013419|3300045988|Ga0495776_029000: 12,473-21,652 (+)

S . — —
IMGVR UViG_3300029733 000283|3300029733\Ga0245176 100001[76231-116008: 11 439-21,536 (+)

DNA polymerase exonuclease subunit (CDS_0028)
anti-SOS response (AP1S132) (CDS_0030)

20 21 22 29
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uvig 191755:11,439-25,311 (+)

tRNA- Leu(TAA)

2021 22 23
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IMGVR_UViG_3300045988_017768|3300045988|Ga0495776_162936:11,326-24,710 (+)
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uvig_173437:11,325-24,209 (+)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0027)
20 21 22 26

uvig_501739:11,456-24,279 (+)
DNA binding protein (CDS_0029)

22 Tzs 26 28 30T

uvig_177030: 12,237-25, 304( )
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IMGVR_UVIG. 3300045988 031930]3300045988/Ga04957 76, 110990: 12,235-25:339 (1)
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\MGVR UViG_3300045988 030151|3300045988\Gao495776 044755:11,555-26,543 (+)
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