PDC-513_WP_097300085.1 (CDS_0038)
baseplate wedge subunit (CDS_0023) endolysin (CDS_0035)
tail protein (CDS_0025) holin (CDS_0034) tRNA-Leu(CAG) 43 ParB-like partition nuclease (CDS_0047)
structural protein (CDS_0024) 26 27 2829 30 313233 | | 3637 T 39 4041427 44 45 46 48
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uvig_241914:17,818-34,516 (+)
endolysin (CDS_0035)
holin (CDS_0034)
2829 30 313233 | | 36 3738
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MGV-GENOME-0235975: 17,818-31,981 (+)
PDC-513_WP_097300085.1 (CDS_0037)
endolysin (CDS_0034)
28 2930 31 32 33 | 3536 41
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SAMEA2737651_al_ct33314_vs1: 18,062-32,239 (+)
endolysin (CDS_0034)
holin (CDS_0033)
27 2829303132 | | 3536 37 3839 43
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MGV-GENOME-0224845: 17,828-32,370 (+)
29 30 31 3233 343536 41
I, R R ) B O B s B 0 0 0 e D o W s B
e A — I (N N N I —
MGV-GENOME-0222939: 18,211-32,058 (+)
transcriptional repressor (CDS_0028)
replication protein (CDS_0029)
31
22 CI-Iikerepressor(CLDS_O 27) 30 TQ33 38 39
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uvig_295915:18,366-29,690 (+)
endolysin (CDS_0035) transcriptional repressor (CDS_0044)
holin (CDS_0034) 39 Cl-like repressor (CDS_0043)
28293031 32 33 | | 36 3738[40 4142 | 45 46 47 4849 HEase 00016 homing(CDS_0051)

MGV-GENOME-0277374:17,765-35,649 (+)
Cl-like repressor (CDS_0039)
endolysin (CDS_0035)
holin (CDS_0034) transcriptional repressor (CDS_0040)
29 3031 32 33 | | 3373 | [ 4
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endolysin (CDS_0034)
holin (CDS_0033) Cl-like repressor (CDS_0040)
27 28 29 30 31 32 | 353 37 38 39 41
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endolysin (CDS_0033)
holin (CDS_0032)
27 28 29 30 31 | 3435 36 37 38
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MGV-GENOME-0281552:17,180-33,771 (+)

endolysin (CDS_0035) DNA binding protein (CDS_0045)
holin (CDS_0634) transcriptional repress& (CDS_0044)

28 29 3031 32 33 | 36 3738 39 40 nuclease (CDS_0041) 42 43 \ 46 49
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endolysin (CDS_0035) DNA binding protein (CDS_0041)

holin (CDS_0034) Cl-like repressor (CDS_0040)
28 29 3031 32 33 | 36 373 39 | 42
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MGV-GENOME-0283572: 17,859-34,497 (+)

endolysin (CDS_0034)

holin (CDS_0033) 38 Cl-like repressor (CDS_0043)
28 29 303132 | | 35 3637[39 40 41 42 44
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MGV-GENOME-0263934: 18,451-36,810 (+)
transcriptional repressor (CDS_0040)
endolysin (CDS_0032) 36 Cl-like repressor (CDS_0039)
28 29 3031 | 33 34 3537 38 | 4
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MGV-GENOME-0251698: 18,068-34,700 (+)
28
S S S—
MGV-GENOME-0205526: 18,148-26,637 (+)
transcriptional repressor (CDS_0030)
Cl-like repressor (CDS_0029)
27 28 | 31 34

e O I
uvig 424759:17,537-29,186 (+)

transcriptional repressor (CDS_0029)
Cl-like repressor (CDS_0028)

27 | 30

— —
MGV-GENOME-0217307:17,757-29,144 (+)

endolysin (CDS_0033) transcriptional repressor (CDS_0043)
holin (CDS_0032) Cl-like repressor (CDS_0042)
28 2930 31 | 34 35 36373839 40 41 44
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uvig 256913:17,858-35,219 (+)
endolysin (CDS_0033) transcriptional repressor (CDS_0038)
holin (CDS_0032) Cl-like repressor (CDS_0037)
28 293031 | | 343536 39
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MGV-GENOME-0246896: 17,962-33,896 (+)
transcriptional repressor (CDS_0038)
RecE-like recombination exonuclease (CDS_0029) Cl-like repressor (CDS_0037)
28" | 3031323334 35 36 | 39
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SAMEA2737697 b1 ct24 vs2:19,024-33,838 (+)
transcriptional repressor (CDS_0038)
PDC-S05_WP_205747975.1 (CDS_0034)
holin (CDS_0033) Cl-like repressor (CDS_0037)
2728 29 303132 | 35 36 39
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transcriptional repressor (CDS_0034)
Cl-like repressor (CDS_0033)

28 29 30 3132 | 35

MGV-GENOME-0230258: 17,832-30,659 (+)
DNA binding protein (CDS_0036) transcriptional repressor (CDS_0043)
endolysin (CDS_0033) PDC-S05_WP_205747975.1 (CDS_0039)
holin (CDS_0032) Cl-like repressor (CDS_0042)
27 28 293031 | | 3435 37 38 40 41 | 44
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MGV-GENOME-0305415:18,763-38,983 (+)

PDC-S05_WP_205747975.1 (CDS_0037)
endolysin (CDS_0033) transcriptional repressor (CDS_0041)
holin (CDS_0032) Cl-like repressor (CDS_0040)
27 28 293031 | | 3435 36 38 39 | 42
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MGV-GENOME-0295656: 18,763-36,642 (+)

PDC-505_WP_205747975.1 (CDS_0037)
endolysin (CDS_0034) transcriptional repressor (CDS_0041)
holin (CDS_0033) Cl-like repressor (CDS_0040)
27 2829303132 | | 35 36 38 39 | 42
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MGV-GENOME-0282625: 18,763-36,326

+)
transcriptional repressor (CDS_0031)
PDC-S05_WP_205747975.1 (CDS_0027)
Cl-like repressor (CDS_0030)
28 29 | 32
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Cl-like repressor (CDS_0039)
endolysin (CDS_0035)
34 endonuclease (CDS_0038)
28 29 30 31 3233 36 37 40
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uvig 322933:17,830-33,807 (+)
Cl-like repressor (CDS_0034)
endonuclease (CDS_0033)
28 29 30 31 32 | 35
| L} — I
MGV-GENOME-0237234:17,830-32,423 (+)

PDC-505_WP_205747975.1 (CDS_0031)
Cl-like repressor (CDS_0033)
27 28 2930 endonuclease (CDS_0032) 34
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MGV-GENOME-0236420: 17,180-32,268 (+)

Cl-like repressor (CDS_0044)

endolysin (CDS_0032) anti-repressor Ant (CDS_0036) endonuclease (CDS_0043)
28 29 30 31 33 34 35 37 38 39 40 4142 | 45
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uvig 452796:17,829-38,998 (+)

8000 nt {
DNA, RNA and nucleotide metabolism head and packaging lysis tail transcription regulation unknown function defence (PADLOC) tRNA
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