
uvig_256913: 32,339-37,645 (+)

45 46 47 48 49 50 51 52 53 54
ParB-like partition nuclease (CDS_0055)

56

MGV-GENOME-0217307: 25,784-31,082 (+)

33 34 38

MGV-GENOME-0230258: 27,591-33,364 (+)

41

uvig_424759: 25,826-33,195 (+)

39 40 41 42

MGV-GENOME-0246896: 30,753-36,233 (+)

42 43 47 48

MGV-GENOME-0195032: 21,521-27,094 (+)

27 28 32 33

MGV-GENOME-0251698: 31,349-37,023 (+)

44 45 46

MGV-GENOME-0310632: 38,666-45,660 (+)

transcriptional repressor (CDS_0050)
51 55

MGV-GENOME-0277374: 31,871-38,784 (+)

48 HEase_00016 homing (CDS_0051) 54 55 terminase large subunit

MGV-GENOME-0283572: 31,139-37,622 (+)

45 46 47

MGV-GENOME-0305101: 34,056-42,061 (+)

48

uvig_253822: 30,413-37,337 (+)

46 47 49 BstA (CDS_0050)

MGV-GENOME-0224845: 28,710-32,370 (+)

43 44

MGV-GENOME-0222939: 26,933-32,058 (+)

40 41 42

OTU_933: 47,343-54,113 (+)

74 75

MGV-GENOME-0235975: 27,846-31,981 (+)

42 43

MGV-GENOME-0225103: 24,836-29,042 (+)

terminase large subunit (CDS_0041)

uvig_295915: 25,588-29,690 (+)

37 38 39

3000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (PADLOC)


