
IMGVR_UViG_3300011914_000035|3300011914|Ga0119804_100050|37438-73118: 28,525-35,680 (+)

41

Erf-like ssDNA annealing protein (CDS_0042)

43

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0044)

DNA polymerase/primase (CDS_0045)
DNA helicase (CDS_0046) 47 48 49 50 51 52

IMGVR_UViG_3300008304_000154|3300008304|Ga0115174_100062|24598-60781: 28,691-36,183 (+)

48 49
membrane protein (CDS_0050)

51 tRNA-Ser(GCT)

IMGVR_UViG_3300007295_000132|3300007295|Ga0104867_1000276: 30,212-36,928 (+)

50 51
membrane protein (CDS_0052)

53

IMGVR_UViG_3300007317_000012|3300007317|Ga0104967_100153: 29,992-36,616 (+)

53 54 55 56

IMGVR_UViG_3300008341_000076|3300008341|Ga0115381_100077|37313-75162: 30,035-37,849 (+)

50

MazG-like pyrophosphatase (CDS_0051)
membrane protein (CDS_0052)

53 54 55

MGV-GENOME-0294350: 29,043-36,839 (+)

49 50 51 52 53

IMGVR_UViG_3300008743_000149|3300008743|Ga0114022_1000161|9990-45943: 28,315-35,953 (+)

48 49 50 51 52 53

IMGVR_UViG_3300006498_000013|3300006498|Ga0100374_100459: 31,360-38,998 (+)

51 52 53 54 55 56

IMGVR_UViG_3300008635_000013|3300008635|Ga0115679_100255: 27,444-36,595 (+)

38 39 40 43 44 48 49 50 51

IMGVR_UViG_3300045988_015910|3300045988|Ga0495776_044470: 30,443-37,233 (+)

52 53 54
membrane protein (CDS_0055)

56

MGV-GENOME-0252935: 30,443-37,233 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0048) 52 53 54
membrane protein (CDS_0055)

56

SRS147094_a1_ct12922: 31,141-38,217 (+)

47 52 53 54
membrane protein (CDS_0055)

56

IMGVR_UViG_3300045988_021508|3300045988|Ga0495776_182820: 30,576-38,183 (+)

51 52 53 54 55 56 57 58

IMGVR_UViG_3300045988_023285|3300045988|Ga0495776_189177: 27,005-34,612 (+)

46 47 48 49 50 51 52 53

MGV-GENOME-0287076: 29,720-37,337 (+)

50 51 52 53 54 55 56 57

MGV-GENOME-0274292: 27,385-35,089 (+)

46 47 48

MazG-like pyrophosphatase (CDS_0049)
membrane protein (CDS_0050)

51 52

SRS022725_a1_ct43655_vs01: 24,931-32,333 (+)

39 43 44 45 46 47

SRS016665_a1_ct90849_vs1: 30,683-39,357 (+)

45
Sak4-like ssDNA annealing protein (CDS_0046)

single strand DNA binding protein (CDS_0047)

oMTase_00019 orphan (CDS_0048)
MTase_II_00107 Type (CDS_0052)

53 54 55 56

MGV-GENOME-0266167: 28,930-38,160 (+)

MTase_II_00107 Type (CDS_0050)

MazG-like pyrophosphatase (CDS_0051)
membrane protein (CDS_0052)

53 54

MGV-GENOME-0208820: 20,716-29,537 (+)

38 42 43 44 45 46
membrane protein (CDS_0047)

48

MGV-GENOME-0257075: 25,215-33,320 (+)

44
membrane protein (CDS_0045)

46

MGV-GENOME-0253892: 29,118-37,401 (+)

50 51
site-specific recombination directionality factor RDF (CDS_0052)

53

IMGVR_UViG_3300045988_011863|3300045988|Ga0495776_044942: 29,118-37,401 (+)

50 51
site-specific recombination directionality factor RDF (CDS_0052)

53

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)

tRNA


