
MGV-GENOME-0174957: 10,409-23,904 (+)

19 20 tail protein (CDS_0021) tail protein (CDS_0022) 23 24
holin (CDS_0025)

Autolysin (VF0143) (CDS_0026)

27

dUTPase (CDS_0028)

29 30
tRNA-Ser(GCT)

31

MGV-GENOME-0170326: 10,142-23,244 (+)

22
holin (CDS_0023)

Autolysin (VF0143) (CDS_0024)

25
26

27 28 29

MGV-GENOME-0179989: 10,156-24,664 (+)

23
holin (CDS_0024)

Autolysin (VF0143) (CDS_0025)
integrase (CDS_0026)

27

MGV-GENOME-0186282: 10,135-25,643 (+)

23

holin (CDS_0024)
DNA polymerase/primase (CDS_0025)

DNA helicase (CDS_0026)
27 28

29
30

31
32

33 34 35

MGV-GENOME-0164036: 9,935-22,363 (+)

22

holin (CDS_0023)
endolysin (CDS_0024)

25 26 27 28

MGV-GENOME-0158974: 10,407-21,677 (+)

24
holin (CDS_0025)

endolysin (CDS_0026)

MGV-GENOME-0208054: 10,402-28,848 (+)

24

holin (CDS_0025)
endolysin (CDS_0026)

dUTPase (CDS_0027)

28

DNA polymerase/primase (CDS_0029)
DNA helicase (CDS_0030)

31 32
33

34 35

membrane protein (CDS_0036)

37

MGV-GENOME-0195896: 10,402-26,000 (+)

24

holin (CDS_0025)
endolysin (CDS_0026)

dUTPase (CDS_0027)

28 29
30

31 32

membrane protein (CDS_0033)

34

uvig_370751: 10,213-21,573 (+)

23

holin (CDS_0024)
endolysin (CDS_0025)

26 27

MGV-GENOME-0266167: 10,519-26,919 (+)

25

holin (CDS_0026)
endolysin (CDS_0027)

dUTPase (CDS_0028)

29
integrase (CDS_0030)

31 32
capH (CDS_0033)

DNA binding protein (CDS_0034)

35 36

IMGVR_UViG_3300008304_000154|3300008304|Ga0115174_100062|24598-60781: 10,395-25,063 (+)

24

holin (CDS_0025)
endolysin (CDS_0026)

dUTPase (CDS_0027)

MGV-GENOME-0287076: 10,304-25,747 (+)

24

holin (CDS_0025)
endolysin (CDS_0026)

dUTPase (CDS_0027)

28

MGV-GENOME-0294350: 10,396-25,412 (+)

24

holin (CDS_0025)
endolysin (CDS_0026)

dUTPase (CDS_0027)

28

SRS016665_a1_ct90849_vs1: 10,665-28,227 (+)

25

holin (CDS_0026)
endolysin (CDS_0027)

28 29
dCMP deaminase (CDS_0030)

integrase (CDS_0031)

IMGVR_UViG_3300045988_011863|3300045988|Ga0495776_044942: 10,519-26,868 (+)

25

holin (CDS_0026)
endolysin (CDS_0027)

integrase (CDS_0028)
capH (CDS_0031)

32

DNA binding protein (CDS_0033)

36

IMGVR_UViG_3300007968_000008|3300007968|Ga0105969_100133|1-40754: 10,433-29,974 (+)

24
holin (CDS_0025)

Autolysin (VF0143) (CDS_0026)

27

2-aminooxy adenylosuccinate synthetase (CDS_0028)

29
dCMP deaminase (CDS_0030)

integrase (CDS_0031)

IMGVR_UViG_3300007295_000132|3300007295|Ga0104867_1000276: 10,659-26,581 (+)

25
holin (CDS_0026)

Autolysin (VF0143) (CDS_0027)
dCMP deaminase (CDS_0028)

integrase (CDS_0029)

IMGVR_UViG_3300006459_000121|3300006459|Ga0100222_100192: 10,427-30,761 (+)

24
holin (CDS_0025)

Autolysin (VF0143) (CDS_0026)
dUTPase (CDS_0027)

28 29 30

2-aminooxy adenylosuccinate synthetase (CDS_0031)

32
dCMP deaminase (CDS_0033)

34

IMGVR_UViG_3300045988_021508|3300045988|Ga0495776_182820: 10,135-26,603 (+)

23
holin (CDS_0024)

Autolysin (VF0143) (CDS_0025)

26 27 28 integrase (CDS_0029)

IMGVR_UViG_3300006498_000013|3300006498|Ga0100374_100459: 10,389-27,729 (+)

24

holin (CDS_0025)
endolysin (CDS_0026)

dUTPase (CDS_0027)

28 29 integrase (CDS_0030)

IMGVR_UViG_2826270676_000001|2826270676|2826270733: 10,658-25,931 (+)

25

holin (CDS_0026)
endolysin (CDS_0027)

integrase (CDS_0028)

IMGVR_UViG_3300008635_000013|3300008635|Ga0115679_100255: 10,427-25,792 (+)

24

holin (CDS_0025)
endolysin (CDS_0026)

27

IMGVR_UViG_3300008155_000182|3300008155|Ga0114001_100076|65642-102335: 10,391-25,321 (+)

24

holin (CDS_0025)
endolysin (CDS_0026)

integrase (CDS_0027)

IMGVR_UViG_2826268510_000001|2826268510|2826268535|5183-46329: 10,658-30,361 (+)

25

holin (CDS_0026)
endolysin (CDS_0027)

28

transposase (CDS_0029)

30

2-aminooxy adenylosuccinate synthetase (CDS_0031)

dCMP deaminase (CDS_0032)
integrase (CDS_0033)

IMGVR_UViG_2826272898_000001|2826272898|2826272961|5192-46338: 10,658-30,361 (+)

25

holin (CDS_0026)
endolysin (CDS_0027)

28

transposase (CDS_0029)

30

2-aminooxy adenylosuccinate synthetase (CDS_0031)

dCMP deaminase (CDS_0032)
integrase (CDS_0033)

IMGVR_UViG_3300006317_000090|3300006317|Ga0099674_100332: 10,144-30,941 (+)

18 tail protein (CDS_0021) 24

holin (CDS_0025)
endolysin (CDS_0026)

dUTPase (CDS_0027)

28 29

2-aminooxy adenylosuccinate synthetase (CDS_0030)
dCMP deaminase (CDS_0031)

integrase (CDS_0032)

SRS147386_a1_ct38433_vs01: 9,891-30,267 (+)

22

holin (CDS_0023)
endolysin (CDS_0024)

dUTPase (CDS_0025)

26 27 28 29 30
dCMP deaminase (CDS_0031)

32

SRS147094_a1_ct12922: 10,155-27,180 (+)

tail fiber protein (CDS_0020) 23

holin (CDS_0024)
endolysin (CDS_0025)

dUTPase (CDS_0026)

27 28 32
33

34

IMGVR_UViG_3300045988_023285|3300045988|Ga0495776_189177: 10,135-25,385 (+)

23
holin (CDS_0024)

Autolysin (VF0143) (CDS_0025)

26 27 28 3132

RNA polymerase beta subunit (CDS_0033)
HNH endonuclease (CDS_0034)

35 36

MGV-GENOME-0274292: 10,150-24,198 (+)

23
holin (CDS_0024)

Autolysin (VF0143) (CDS_0025)
dUTPase (CDS_0026)

27

MGV-GENOME-0252935: 10,519-27,989 (+)

25
holin (CDS_0026)

Autolysin (VF0143) (CDS_0027)

dCMP deaminase (CDS_0028)
integrase (CDS_0029)

30 31

capH (CDS_0032)

33

DNA binding protein (CDS_0034)

transcriptional regulator (CDS_0038)

8000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)

virulence (VFDB) tRNA


