glycoside hydrolase (CDS_0015)

minor tail protein (CDS_0017) excisionase (CDS_0024)
tail assembly protein (EDS_0016) endolysin (CDS_0022) capH (CDS_0029)
tail length tape measure protein (CDS_0014) tail protein (CDS_0018) 19 20 21 | 23 25 26 27 28 | 303132

j— CE————— W 1 ]
IMGVR_UViG_3300029007_000032|3300029007|Ga0169678_100266:8,990-26,455 (+)

excisionase (CDS_0024)
endolysin (CDS_0022)
19 20 21 [ 23 25 26

D o ————————————— et ke e ]
IMGVR_UViG_3300045988_074575|3300045988|Ga0495776_172730:8,990-25,157 (+)
endolysin (CDS_0022)
tRNA-Lys(CTT)
integrase (CDS_0024)
23| 25 26

19 20 21

IMGVR_UViG_3300045988_123362|3300045988|Ga0495776_148929:8,990-25,550 (+)
excisionase (CDS_0024)
endolysin (CDS_0022) integrase (CDS_0031)
19 20 21 23 25 26 27 28 29 33

|
-
5

uvig_123143:8,990-32,800 (+)
FS_Sma__Sma (CDS_0020)
integrase (CDS_001§) 21

IMGVR_UViG_3300045988_076233|3300045988|Ga0495776_176051:9,157-22,017 (+)
endolysin (CDS_0022)  AbiD_AbiD (CDS_0026)
19 20 21 | 23 24 25 27

e —————————————————————— T ————————————————————————————————~ e ————
IMGVR_UViG_3300007295_000003|3300007295|Ga0104867_1000263:8,972-25,712 (+)
endolysin (CDS_0021)  AbiD_AbiD (CDS_0024)
integrase (CDS_0023)
18 19 20 22 25

| AN IS
IMGVR_UViG_3300045988_080230|3300045988|Ga0495776_063126:7,806-23,977 (+)
endolysin (CDS_0022) AbiD_AbiD (CDS_0027)

19 20 21 [ 23 24 25 26 29

) N I S—
IMGVR_UViG_3300007079_000084|3300007079|Ga0104033_100190:8,973-26,589 (+)
endolysin (CDS_0022)
holin (CDS_0021)
19 20 | | 23 24 25AbiD_AbiD(CDS_0026)

IMGVR_UViG_3300006289_000024|3300006289|Ga0099614_100370:8, 973 25,132 (+)
Lsp (VF0351) (CDS_0025)
excisionase (CDS_0024) transcriptional regulator (CDS_0031)
endolysin (CDS_0022) AbiD__AbiD (CDS_0028) retron_type_VI_hth_cluster2_1 (CDS_0032)
19 20 21 23 26 27 PDC-S13_WP_186842295.1 (CDS_0030)

‘

19

| BE

19—
|

IMGVR_UViG_7000000462_000129|7000000462|SRS012279_Baylor_scaffold_12672:9,133-28,397 (+)
Lsp (VF0351) (CDS_0025)
excisionase (CDS_0024)
endolysin (CDS_0022) ‘
19 20 21 | 23 26 27  AbiD_AbiD (CDS_0028)

e —— —— C— 7 —— 1 W
IMGVR_UViG_3300007297_000074|3300007297|Ga0104793_100392:9,173-27,717 (+)

endolysin (CDS_0022)
19 20 21 [ 23 24 AbiD_AbiD (CDS_0025)

IMGVR_UViG_7000000194_000093|7000000194|SRS022077_Baylor_scaffold_43103:9,151-26,421 (+)
Lsp (VFO351) (CDS_0025)
excisionase (CDS_0024)
endolysin (CDS_0022) ‘
19 20 21 | 23 26 27 28 29 30  AbiD_AbiD (CDS_0031)

. E— R — W& & [ [ § ]
uvig_396422:9,155-31,102 (+)

endolysin (CDS_0022)
19 20 21 23 excisionase (CDS_0024)

4{
I

EmEm— - S
IMGVR_UViG_3300008664_000086|3300008664|Ga0111493_100542: 9,173-24,260 (+)

excisionase (CDS_0024)
peptidase (CDS_0022W AbiD__AbiD (CDS_0026)
19 20 21 | 23 integrase(CDS_0025] 27 30 PDC-M69A WP_216276383.1(CDS_0031)

I —— —— - e S S — . —
OTU_2251:9,152-26,648 (+)

AbiD__AbiD (CDS_0023)
integrase (CDS_0021)
19 20 22 24 26

IMGVR_UViG_3300045988_048812|3300045988|Ga0495776_171108:9,151-23,720 (+)
peptidase (CDS_0022)
AbiD__AbiD (CDS_0025)

integrase (CDS_0024),
19 20 21 | 23 26 27 28

IMGVR_UViG_3300008575_000342|3300008575/Ga0111079_100260|10477-49332: 9,152-25,359 (+)
endolysin (CDS_0022) AbiD__AbiD (CDS_0025)
19 20 21 [ 23 24 27 28

SRS016969_al_ct29980:9,172-25,451 (+)

excisionase (CDS_0024) AbiD__AbiD (CDS_0028)

peptidase (CDS_0022) integrase (CDS_0027)
19 20 21 [ 23 25 26 29 30 31

— I ———— T — ] —T—]
IMGVR_UViG_3300008639_000422|3300008639|Ga0115685_1000252|3-40631:9,152-27,132 (+)
19 20SoFic_SoFic (CDS_0021)

EE—— e W
IMGVR_UViG_3300006678_000128|3300006678|Ga0100058_100400: 9,153-22,508 (+)

PDC-M24A_WP_014405001.1 (CDS_0029)

Lsp (VF0351) (CDS_0025)
excisionase (CDS_0024)
endolysin (CDS_0022)|  PDC-M24B_WP_172176026.1 (CDS_0028)
19 20 21 | 23 | 26 27 | 3536 37
. ODEOBE — — OPEDRD Y DIEE A A

IMGVR_UViG_3300008709_000037|3300008709|Ga0113871_100087:8,972-28,059 (+)
Lsp (VFO351) (CDS_0025)
excisionase (CDS_0024)
endolysin (CDS_0022) PDC-M24B_WP_172176026.1 (CDS_0027)
19 20 21 23 | 26 PDC-M24A WP_014405001.1 (CDS_0028)

l
|
]
1o
|
;

IMGVR_UViG_7000000657_000058|7000000657|SRS016501_LANL scaffold_19641:8,972-27,679 (+)
PDC-M24B_WP_172176026.1 (CDS_0027)
endolysin (CDS_0022)
19 20 21 | 2324 25 26 PDC-M24A_WP_014405001.1 (CDS_0028)

|

|

8:
1

IMGVR_UViG_3300008504_000150|3300008504|Ga0114860_100180]298-38686:8,972-27,180 (+)

endolysin (CDS_0022)
19 20 21 [ 2324 25  AbiD_AbiD(CDS_0026)

| e e——— o ]
IMGVR_UViG_3300029002_000108|3300029002|Ga0169634_100283|5093-43427:9,154-27,148 (+)

endolysin (CDS_0022)

19 20 21 2324 25 26 31

r—— —————— ——  — ——— T —— T — T ]
IMGVR_UViG_3300029852_000376|3300029852|Ga0245291_100384(16444-56034:9,209-26,973 (+)
19 20 AbiD_AbiD (CDS_0021) 28

MGV-GENOME-0281775:9,154-23,729 (+)
DS-4_DS-4D (CDS_0024)

tail length tape measure protein (CDS_0014) integrase (CDS_0023)
13 tail length tape measure protein (CDS_0015) 20 21 22 | 2526

I ] Y S
IMGVR_UViG_3300045988_103728|3300045988|Ga0495776_146886:8,912-24,910 (+)
DS-4_DS-4D (CDS_0023)
integrase (CDS_0022)
19 20 21 | 2425

MGV-GENOME-0322734:9,194-24,771 (+)
tail length tape measure protein (CDS_0015) 19 20

e —— R — ——
SRS148180_al ct7981 vs01:8,710-20,104 (+)
mads_1 (CDS_0026)
tail protein (CDS_0018) 19 20 28

I
—

MGV-GENOME-0227920:8,755-22,118 (+)

9000 nt {
integration and excision lysis other tail transcriptionregulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA pseudogene
N — I L] I




