PDC-M69A_ WP_216276383.1 (CDS_0031)
PDC-516_WP_183323738.1 (CDS_0035)
PDC-513 WP_186842295.1 (CDS_0029) mads_1 (CDS_0036)
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OTU_2251:283,998-29,613 (+)

PDC-513 WP_186842295.1 (CDS_0027)
28 29

|

MGV-GENOME-0322734:22,113-27,459 (+)
retron_type_VI_hth_cluster2_1 (CDS_0029)

PDC-516_WP_183323738.1 (CDS_0033)

transcriptional regulator (CDS_0028)

PDC-513 WP_186842295.1 (CDS_0027) 32 mads_1 (CDS_0034) 38 39

IMGVR_UViG_7000000194_000093|7000000194|SRS022077_Baylor_scaffold 43103:23,819-31,409 (+)
PDC-M69A_WP_216276383.1 (CDS_0027)
PDC-516_WP_183323738.1 (CDS_0032)

30 31 | mads_1(CDS_0033)
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IMGVR_UViG_3300045988_048812|3300045988|Ga0495776_171108: 21,980-28,716 (+)
PDC-516_WP_183323738.1 (CDS_0032)

capH (CDS_0027) mads_1 (CDS_0033)

28 30 31| [34

]
|
i
|
i

IMGVR_UViG_3300045988_080230|3300045988|Ga0495776_063126:22,728-29,035 (+)

mads_1 (CDS_0030)
28 29 | 31

uvig_297850:22,276-27,388 (+)
PDC-516_WP_183323738.1 (CDS_0034)
mads_1 (CDS_0035)
31 32 33| [36

IMGVR_UViG_3300008575_000342|3300008575/Ga0111079_100260|10477-49332: 24,718-30,731 (+)
PDC-516_WP_183323738.1 (CDS_0034)
mads_1 (CDS_0035)
27 28 31 32 33 | 36

|

|

|

|

|
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—

SRS016969_a1_ct29980:23,682-30,823 (+)

FS_Sma__Sma (CDS_0020)
minor tail protein tail protein (CDS_0018) integrase (CDS_0019) 21 26 27 28 mads_1(CDS_0029)

é

MGV-GENOME-0276121:14,236-27,379 (+)
26 27 28 mads_1(CDS_0029)

IMGVR _UViG_3300045988 076233|3300045988|Ga0495776_176051:14,236-27,379 (+)
excisionase (CDS_0024) retron_type_VI_hth_cluster2_1 (CDS_0028)

endolysin (CDS_0022) transcriptional regulator (EDS_0027)
19 20 21 23 PDC-S13_ WP_186842295.1 (CDS_0026) 34

N
IMGVR_UViG_3300008664_000086|3300008664|Ga0111493_100542: 14,255-26,624 (+)
capH (CDS_0029)
28 30 32 33 34

IMGVR_UViG_330000628% 000024|3300006289|Ga0099614_100370:22,859-28,731 (+)
minor tail protein (CDS_0018)

T 19 20 26
EC | K K HOOG—CHODO— O o

SRS148180_a1 ct7981 vsO1: 13,613-22,928 (+)
PDC-M69A_WP_216276383.1 (CDS_0030)
PDC-513_ WP_186842295.1 @s_oozs)
29 31

——
IMGVR_UViG_3300029852_000376|3300029852|Ga0245291_100384(16444-56034:23,761-29,813 (+)

PDC-513 WP_186842295.1 (CDS_0028)
29 PDC-M69A_WP_216276383.1 (CDS_0030)

%+

IMGVR_UViG_3300029002_000108|3300029002|Ga0169634_100283|5093-43427:23,585-28,568 (+)
30 PDC-M69A_ WP_216276383.1 (CDS_0031)

g

IMGVR_UViG_7000000657_000058|7000000657|SRS016501 LANL scaffold_19641:24,467-28,681 (+)

5000 nt i
integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
N — —_—




