transcriptional regulator (CDS_0056)
53 54 55 57 58 59 60 61 62 63 64 65

[ — & § &N
TemPhD_cluster_56457:56,053-62,344 (+)
53 54

IMGVR_UViG_2545824744 OOOOO3|2545824744\2545865004|91438 153255:53, 405 59,690 (+)
54 55

IMGVR_UViG_2558860368 000002|2558860368\2558885837|84509 145808: 52, 254 58,615 (+)
58

IMGVR_UViG_2923146907. OOOOO4|2923146907\2923146907|2941689 -3009169: 59, 266 65,684 (+)
51 54 55 56

TemPhD_cluster_56600: 53,985-61,023 (+)

49 52 58 56 NinG/ Rap DNA junction specific endonuclease
I I B
TemPhD_cluster_46080:52,715-59,713 (+)
63 64

KC262634.1:56,809-63,473 (+)
54 55

TemPhD_cluster_56462:55,237-61,914 (+)
59 60

_— e —
TemPhD_cluster_56445:55,414-62,079 (+)

61 62 65

IMGVR_UViG_2860903427. 000006|2860903427\2860903427|421609O -4281589:57,020-63,729 (+)
62 63

IMGVR_UViG_2872534562 OOOOO4|2872534562\2872534562|2502338 2567192: 55 207-62,670 (+)
55 56 57 58

I S — e —
TemPhD_cluster_56442:55,427-62,517 (+)

51 52 53 54

TemPhD_cluster_56828:51,202-58 411 (+)
9 55 56 57

Y

TemPhD_cluster_56446:55,575-62,524 (+)
51 56 59 60

TemPhD_cluster_56397:55,787-61,261 (+)
53

I I
TemPhD_cluster_45998:54,796-60,465 (+)
54 57 58 59 61 62 63

I I
TemPhD_cluster_56283:56,801-65,757 (+)
58 59 transcriptional repressor (CDS_0060)

I I B E—
TemPhD_cluster_56409:55,806-63,404 (+)

3000 nt {
DNA, RNA and nucleotide metabolism transcription regulation unknown function
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