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TemPhD_cluster_56416:37,368-41,774 (+)
tRNA-His(GTG) 29

TemPhD _cluster_56462: 37 175-41,157 (+)

head fiber protein (CDS_0023)
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TemPhD_cluster_56446:36,510-41,448 (+)

Rz-like spanin (CDS_0026)
endolysin (CDS_0025) 30 31 35

AY625898.1:35,866-42,253 (+)

26 27
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TemPhD_cluster 45972:35,100-41,515 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0033)
30 32 36
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IMGVR_UViG_2860903427_000006|2860903427|2860903427|4216090-4281589: 36,998-45,061 (+)
28 tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0029)
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IMGVR_UViG_2579779091_000004|2579779091|2579852958|89022-156366: 36,145-43,952 (+)

28 tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0029)
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IMGVR_UViG_2923146907_000004(2923146907|2923146907|2941689-3009169: 36,809-43,871 (+)
29 31 32 33

IMGVR_UVIG_2917045514_000007|2917045514]2917045514(5760274-5825027:35,733-43,611 (+)
30 31 32 36

TemPhD_cluster_56442: 36,286-50,328 (+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0028)

27 31
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IMGVR_UViG_2582580909_000003|2582580909|2582661865(124763-191022: 36,367-43,387 (+)
29

TemPhD_cluster_45998:36,367-41,210 (+)
excisionase (CDS_0032)
27 28 29 31 33

KC262634.1:36,100-42,361 (+)
excisionase (CDS_0029)
28
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TemPhD_cluster_56366: 36,458-41,372 (+)
excisionase (CDS_0028)
integrase (CDS_0027) | 29

TemPhD_cluster_39247_: 35, 036 39,942 (+)
5000 nt i
head and packaging integration and excision lysis other unknown function tRNA
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