
uvig_227900: 25,677-32,157 (+)

44 45 46 47

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0048)

cas12f2_V-F_2 (CDS_0049)
transposase (CDS_0050)

51 5253 54 55 56

uvig_208116: 24,419-29,428 (+)

methyltransferase (CDS_0046) 48 49 50

IMGVR_UViG_3300045988_119564|3300045988|Ga0495776_047403: 44,261-49,511 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0082)
84 85 86 87 88

MGV-GENOME-0255359: 31,731-37,218 (+)

56 63 64 65

MGV-GENOME-0218277: 25,718-30,818 (+)

48 49 50

uvig_113963: 37,068-42,320 (+)

63 methyltransferase (CDS_0069) 71 72 73

MGV-GENOME-0317992: 36,006-41,250 (+)

71 72 73

MGV-GENOME-0221146: 25,237-31,153 (+)

46 47 48 50

Shkoporov_2019_SRR9161510_NODE_45_length_51726_cov_85.986975: 43,963-49,372 (+)

87 88 89

MGV-GENOME-0217427: 22,313-26,595 (+)

51 52 53

IMGVR_UViG_3300045988_071177|3300045988|Ga0495776_000941: 43,745-49,291 (+)

methyltransferase (CDS_0082)
84 85 86 87 88

uvig_574068: 33,983-40,968 (+)

Cas14u CAS-V-F; (CDS_0064) 65 66 67

uvig_179308: 47,234-55,399 (+); 1-6,374 (+)

terminase large subunit (CDS_0001)
tRNA-Met(CAT) portal protein (CDS_0002)

head morphogenesis (CDS_0003)
4 586 87 88 89

Lar-like restriction alleviation protein (CDS_0090)
91 92 93 94

MGV-GENOME-0322509: 47,277-55,373 (+)

85 86 87 88 89 90 91 92 93

uvig_121387: 47,153-54,788 (+)

83 84 85 86 87 88 89

uvig_409350: 27,050-32,507 (+)

56 59 60 61

MGV-GENOME-0295543: 37,708-45,446 (+)

77 78 79 80 81 82 83

uvig_103105: 27,956-33,343 (+)

57 58 59

IMGVR_UViG_3300045988_099454|3300045988|Ga0495776_112969: 46,632-54,566 (+)

89 90 91 92 93 94 95 96

IMGVR_UViG_3300008622_000020|3300008622|Ga0111363_100302: 47,844-55,135 (+)

86 87 88 89 90 91

IMGVR_UViG_3300045988_100613|3300045988|Ga0495776_000311: 45,295-52,656 (+); 1-5,768 (+)

285 86 87 88 89 90

MGV-GENOME-0227363: 24,752-32,059 (+)

51 52 53 54

MGV-GENOME-0221825: 24,065-31,113 (+)

48 49 50 51

MGV-GENOME-0289353: 35,921-43,380 (+)

68 69 70 71 72

uvig_376569: 26,392-33,445 (+)

cas12f2_V-F_2 (CDS_0053) transposase (CDS_0054) 56 57

uvig_101809: 27,313-32,324 (+)

51 52 53

MGV-GENOME-0227238: 26,811-32,347 (+)

50 51 52

MGV-GENOME-0223488: 26,594-31,613 (+)

50 51 52

MGV-GENOME-0233516: 28,019-33,613 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0050) 53

MGV-GENOME-0283574: 36,805-42,314 (+)

67 68 69

MGV-GENOME-0301861: 39,439-47,113 (+)

67 68 69 70 71 72 73

IMGVR_UViG_3300045988_087191|3300045988|Ga0495776_093453: 45,271-54,087 (+)

transposase (CDS_0079) 84 85 86 87 88 89 90

uvig_580740: 44,627-51,103 (+)

76 77 78 79 80 81

uvig_250128: 41,205-47,155 (+)

85 86 87 88 89

uvig_496033: 18,934-21,513 (-)

methyltransferase (CDS_0027)
28

IMGVR_UViG_3300045988_079682|3300045988|Ga0495776_057674: 45,336-47,915 (+)

80
methyltransferase (CDS_0081)

MGV-GENOME-0309981: 44,109-46,834 (+)

80

MGV-GENOME-0308601: 40,373-44,618 (+)

73 methyltransferase (CDS_0074)

IMGVR_UViG_3300045988_071706|3300045988|Ga0495776_028588: 40,373-44,618 (+)

transposase (CDS_0070)

IMGVR_UViG_3300023491_000006|3300023491|Ga0257045_100340: 40,157-42,714 (+)

73

uvig_405644: 24,338-27,538 (+)

41 42 43

SRS104485_a1_ct26742_vs1: 29,433-33,607 (+)

53 54 55 56

MGV-GENOME-0227991: 27,387-31,834 (+)

53 54 55

MGV-GENOME-0219063: 26,074-31,397 (+)

54

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)

defence (PADLOC) tRNA pseudogene


