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Shkoporov 2019 SRR9161510_NODE_45_length_51726_cov_85.986975:20,500-28,597 (-)
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|MGVR UViG_3300045988_079682|3300045988|Ga0495776_057674:24,777-30,378 (-)
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MGV GENOME-0306253:18,978-24,955 (-)

tRNA-Pro(GGG)
P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0041)

IMGVR UViG_3300008622_000020|3300008622|Ga0111363_ 100302 25,615-33431(-)
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IMGVR_UViG_3300045988 071177|3300045988|Ga0495776_000941:21,996-27,696 (-)
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IMGVR_UViG_3300007853_000003|3300007853|Ga0114093_100476: 24,299-29,953 (-)
HNH endonuclease (CDS_0037)
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MGV-GENOME-0289353:19,800-27,130 (-)
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