
uvig_496033: 36,774-43,075 (+)

69 integrase (CDS_0070) 71 72 73 74 75 76 77 78 79

IMGVR_UViG_3300023491_000006|3300023491|Ga0257045_100340: 17,010-23,352 (-)

29

Shkoporov_2019_SRR9161510_NODE_45_length_51726_cov_85.986975: 20,500-28,597 (-)

holin (CDS_0027)
2829303132333435363742

IMGVR_UViG_3300045988_079682|3300045988|Ga0495776_057674: 24,777-30,378 (-)

38

MGV-GENOME-0306253: 18,978-24,955 (-)

35

IMGVR_UViG_3300008622_000020|3300008622|Ga0111363_100302: 25,615-33,431 (-)

P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0041)
tRNA-Pro(GGG)

uvig_121387: 25,242-30,789 (-)

40

IMGVR_UViG_3300045988_071177|3300045988|Ga0495776_000941: 21,996-27,696 (-)

27282933

IMGVR_UViG_3300007853_000003|3300007853|Ga0114093_100476: 24,299-29,953 (-)

303132

MGV-GENOME-0289353: 19,800-27,130 (-)

HicB-like antitoxin (CDS_0030)313233343536
HNH endonuclease (CDS_0037)
38

3000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover unknown function virulence (VFDB) tRNA


