
uvig_517850: 48,180-58,525 (+); 1-1,668 (+)

1
anaerobic ribonucleotide reductase small subunit

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0064)

65 66

DNA primase/helicase (CDS_0067)

68
69

70 71 DNA primase (CDS_0072) 73
mads_8 (CDS_0074)

75 76 77

IMGVR_UViG_3300045988_055988|3300045988|Ga0495776_093164: 34,495-44,522 (+)

54 55

uvig_50557: 34,694-44,966 (+); 1-1,668 (+)

53 54 59

IMGVR_UViG_3300045988_028067|3300045988|Ga0495776_015666: 34,633-44,476 (+)

anaerobic ribonucleotide reductase small subunit (CDS_0047) 5253

MGV-GENOME-0258154: 27,869-37,805 (+)

44 45

MGV-GENOME-0230752: 23,197-33,143 (+)

39 40

uvig_487533: 22,229-32,345 (+)

40 41 45

IMGVR_UViG_3300045988_055367|3300045988|Ga0495776_098570: 35,348-45,856 (+)

50 54 55

IMGVR_UViG_3300045988_041641|3300045988|Ga0495776_149996: 35,548-45,686 (+)

50 54 56 57

IMGVR_UViG_3300045988_026109|3300045988|Ga0495776_095135: 34,845-42,840 (+)

54 55

uvig_168083: 28,105-36,091 (+)

41 42

uvig_79966: 38,688-46,840 (+)

56 57 61

MGV-GENOME-0294101: 34,095-41,990 (+)

50 51

MGV-GENOME-0264819: 30,988-38,974 (+)

47 48

uvig_167327: 28,304-36,372 (+)

44 45

IMGVR_UViG_3300045988_038264|3300045988|Ga0495776_172805: 35,365-45,477 (+)

56 57

MGV-GENOME-0233808: 23,509-33,739 (+)

44 45

IMGVR_UViG_3300045988_044721|3300045988|Ga0495776_117278: 35,960-46,063 (+)

55 56

IMGVR_UViG_3300045988_030682|3300045988|Ga0495776_163232: 34,511-44,618 (+)

52 53

IMGVR_UViG_3300008571_000184|3300008571|Ga0111077_100216: 37,063-49,154 (-)

4950

MGV-GENOME-0296428: 35,392-45,412 (+)

55 56

IMGVR_UViG_3300045988_038512|3300045988|Ga0495776_161768: 36,001-45,998 (+)

55 56

IMGVR_UViG_650377989_000001|650377989|650378050|216953-281644: 56,658-64,369 (+)

71

IMGVR_UViG_3300045988_063637|3300045988|Ga0495776_029678: 39,256-46,967 (+)

60

MGV-GENOME-0236574: 24,320-32,082 (+)

42 FtsK/SpoIIIE-like protein (CDS_0045)

MGV-GENOME-0295622: 37,622-45,532 (+); 1-1,668 (+)

56

IMGVR_UViG_3300029777_000007|3300029777|Ga0243715_1000508: 37,181-45,254 (+); 1-1,668 (+)

55

uvig_443642_: 46,834-54,601 (+)

61

IMGVR_UViG_3300045988_040691|3300045988|Ga0495776_179382: 33,647-41,289 (+)

47

uvig_268107: 22,240-29,971 (+)

37

MGV-GENOME-0246466: 28,366-35,843 (+)

42

IMGVR_UViG_3300045988_035765|3300045988|Ga0495776_110386: 33,705-41,282 (+)

50

uvig_455272: 24,479-32,065 (+)

36

uvig_75755: 38,622-45,963 (+)

57

uvig_201578: 64,531-72,390 (+); 1-1,668 (+)

83

IMGVR_UViG_3300045988_020954|3300045988|Ga0495776_185775: 35,480-43,195 (+)

52

MGV-GENOME-0254357: 28,801-36,351 (+)

43

MGV-GENOME-0303196: 36,221-43,760 (+)

56

IMGVR_UViG_3300045988_050717|3300045988|Ga0495776_169190: 39,918-48,876 (+)

57 transposase (CDS_0059) 62

MGV-GENOME-0291939: 37,376-44,402 (+)

53 54 58 59

uvig_516795: 38,491-45,330 (+)

57 58

MGV-GENOME-0297382: 34,635-45,953 (+); 1-1,668 (+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0048)
anaerobic ribonucleoside reductase large subunit (CDS_0049) 55 56 60 61 62

IMGVR_UViG_3300045988_053882|3300045988|Ga0495776_015992: 35,131-45,889 (+); 1-1,668 (+)

54 55

MGV-GENOME-0312633: 43,688-48,838 (+)

64 65

IMGVR_UViG_2834711990_000018|2834711990|2834712047|11216-57145: 40,485-45,594 (+)

63 64

uvig_242429: 39,491-44,726 (+)

63 64

uvig_251606: 41,251-46,679 (+)

64 65

MGV-GENOME-0295035: 39,798-45,074 (+)

60 61

IMGVR_UViG_3300045988_045347|3300045988|Ga0495776_134255: 42,296-47,584 (+)

60 61 62

MGV-GENOME-0292571: 39,212-44,540 (+)

59 60 61

IMGVR_UViG_3300045988_013107|3300045988|Ga0495776_148136: 37,820-43,222 (+)

57 58 59

IMGVR_UViG_3300045988_046233|3300045988|Ga0495776_185821: 39,662-45,009 (+)

56 57 58

MGV-GENOME-0328292: 36,536-42,777 (+)

56 57 58

uvig_323494: 26,751-32,097 (+)

39 40 41

IMGVR_UViG_3300045988_043531|3300045988|Ga0495776_137531: 39,884-44,968 (+)

58 59

IMGVR_UViG_3300045988_053951|3300045988|Ga0495776_181479: 39,530-45,305 (+)

57 58

MGV-GENOME-0355437: 41,227-46,411 (+)

64 65

uvig_288079: 38,945-44,968 (+)

mads_8 (CDS_0057)
58 59

uvig_162495: 43,567-49,384 (+)

63

MGV-GENOME-0219212: 25,279-31,126 (+)

42

MGV-GENOME-0265425: 32,898-39,109 (+)

48 55

IMGVR_UViG_3300045988_026017|3300045988|Ga0495776_137751: 39,512-45,105 (+)

59

IMGVR_UViG_3300045988_030842|3300045988|Ga0495776_054065: 38,758-44,718 (+)

59

MGV-GENOME-0343679: 40,999-46,896 (+)

63

IMGVR_UViG_3300029872_000012|3300029872|Ga0245317_100685: 35,641-41,719 (+)

FtsK/SpoIIIE-like protein (CDS_0057)
58 59

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


