
uvig_262333: 9,619-21,739 (+)

ATPase
DNA transposition protein (CDS_0016)

17 18 19 20 21 22 23 24 25 26 27
amidase (CDS_0028)

29 head maturation protease (CDS_0030)

uvig_531902: 8,928-19,424 (+)

ATPase (CDS_0015) 20 21 22 23 24

uvig_533546: 9,731-20,545 (+)

20 21 23 24 25

OTU_5389: 9,503-20,749 (+)

19 21 22 23

ivig_1725: 9,682-20,560 (+)

21 25

uvig_2013: 9,290-17,189 (+)

16 21

OTU_5427: 9,045-20,650 (+)

16 20 22 23

MGV-GENOME-0325836: 11,400-34,764 (+)

22 25
26

27 28 29 30 31 32 33 34 35 36 37

uvig_142710: 10,690-22,527 (+)

24
mREase_IV_00003 Type (CDS_0025)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0026)

uvig_533253: 10,824-20,654 (+)

25 26

uvig_61856: 10,828-29,114 (+)

25 26 27 28 29 30 31

uvig_523736: 10,972-26,552 (+)

25 26 27 28 29 30 31 32 33

uvig_464370: 10,828-28,663 (+)

25 26
SspC_00007 SspC (CDS_0027)

28 29 30 PbeA_00004 PbeA (CDS_0031)

uvig_103165: 10,829-27,313 (+)

25 26 27
REase_I_00009 Type (CDS_0028)

PDC-M64C_WP_110053925.1 (CDS_0029)

30 31

uvig_570540: 10,828-29,777 (+)

25
AslA (VF0238) (CDS_0026)

27 28 29 30 31 32

uvig_526527: 10,828-34,590 (+)

25 26

RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NF045904.1) (CDS_0027)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (CDS_0028)

29 30 31 32 33 34 35 36

uvig_397358: 10,828-26,962 (+)

25 26 27 28
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (CDS_0029)

RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NF045904.1) (CDS_0030)

uvig_124780: 10,828-31,340 (+)

25 26 27 28 29 30 31
virion structural protein (CDS_0032)

33 34 35

uvig_469573: 10,885-24,059 (+)

27 28 29 30 31

uvig_140345: 10,828-29,785 (+)

25 26 27 28

O-antigen (VF0392) (CDS_0029)

30
FeoAB (VF0160) (CDS_0031)

32 33 34 35 36

uvig_522548: 10,828-30,356 (+)

25 26

DNA replication initiation (CDS_0027)

28
amidase (CDS_0029)

30 31 32 33

uvig_251841: 10,828-27,227 (+)

25
26

27

pyrophosphatase (CDS_0028)
PDC-S15_WP_206299025.1 (CDS_0029)

30 31 32 33 DnaD-like helicase loader (CDS_0034)

uvig_481442: 9,910-25,025 (+)

23 24 25 26 27 28 UG17 (CDS_0029)

uvig_336099: 10,828-27,657 (+)

25 26 27 28 29 30

PD-T4-9_C_WP_167919057.1 (CDS_0031)
PD-T4-9_A_WP_166231584.1 (CDS_0032)

33 34 35

uvig_299465: 10,462-27,955 (+)

19 24 25 26 27 28 29 30

uvig_569562: 10,828-32,422 (+)

25 26 27 28
ABC transporter (VF0818) (CDS_0029)

30

N-linked protein glycosylation (VF0721) (CDS_0031)

32 33 34 35 36

uvig_110493: 10,828-30,281 (+)

25 26
PDC-M69A_WP_216276383.1 (CDS_0027)

28 29 30 31 32
DNA helicase (CDS_0033)

34 35 36 37 38 39 40 41 42

Ma_2019_SRR413577_NODE_414_length_34768_cov_5.025149: 10,828-34,110 (+)

25
Specificity_I_00127 Type (CDS_0026)

MTase_I_00005 Type (CDS_0027)

PDC-M64C_WP_110053925.1 (CDS_0028)

29 30 31 32 33
DNA helicase (CDS_0034)

35 36 37
DS-20__DS-20 (CDS_0038)

39

uvig_246578: 10,828-30,740 (+)

25 26 27 2829 30 31 32 33
vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (CDS_0034)

35 36 37 38 39

uvig_529841: 9,910-25,122 (+)

23 24 25 26 27
28

29
30

31 32 33
34

DNA binding protein (CDS_0039)

ivig_306: 10,831-26,661 (+)

25 26 27 28 29 30 31 32 33 34

uvig_467716: 10,817-32,512 (+)

25 26
integrase (CDS_0027)

28 29 30 31 32 33 34
PDC-M64C_WP_110053925.1 (CDS_0035)

RM_Type_III__Type_III_MTases_FAM_0 (CDS_0036)

9000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)

AMR (AMRFinderPlus) tRNA


