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RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (CDS_0027)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (CDS_0028)
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ABC transporter (VF0818) (CDS_0029)
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PDC-M69A_WP_216276383.1(CDS_0027)  DNA helicase (CDS_0033)
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vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (CDS_0034)
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